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PALM INTRANET 



Day : Tuesday 
Date: 6/20/2006 

Time: 07:53:18 



Inventor Information for 09/349954 





Inventor Name 


City 


State/Country 


HAYWARD. NICHOLAS KIM 


PADDINGTON 


AUSTRALIA 


WEBER. GUNTHER 


STOCKHOLM 


SWEDEN 


GRIMMOND. SEAN 


TARINGA 


AUSTRALIA 


NORDENSKJOLD. MAGNUS 


STOCKHOLM 


SWEDEN 


LARSSON. CATHARINA 


STOCKHOLM 


SWEDEN 
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PALM INTKAMET 



Day : Tuesday 
Date: 6/20/2006 

Time: 07:53:38 



Inventor Information for 08/569063 





Inventor Name 


City 


State/Country 


ERIKSSON. ULF 


BALSTA 


SWEDEN 


OLOFSSON. BIRGITTA 


SUNDBYBERG 


SWEDEN 


ALITALO. KARI 


HELSINKI 


FINLAND 


PAJUSOLA. KATRI 


HELSINKI 


FINLAND 



Search Another: Application^ 
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Attorney Docket # [ 
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SCORE Search Results for Application 09349954 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you a list of all the Search Results. Use this page to obtain specific Search Result 
information. 

View version list for this application 

Go Back to previous page 



Item Listing Version# 1 



Item Name 

us-09-349-954a-3.rni 
us-09-349-954a-5.rni 
us-09-349-954a-6,rai 
us-09-349-954a-7.rni 
us-09-349-954a-9.rni 



Download Content 

litewnioaai 




SCORE 1.3 BuildPate: 12/06/2005 



http://es/ScoreAccessWeb/GetItems.action?AppId=09349954&ItemType=4&VersionNo=l 6/20/06 
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SCORE Search Results Details for Application 
09349954 and Search Result us-09-349-954a- 

3. mi. 



Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 09349954 and Search Result us-09- 

349-954a-3.rni. 

start 

Go Back to previous page 



GenCore version 5.1.6 
Copyright (c) 1993 - 2005 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title : 

Perfect score: 
Sequence : 



February 10, 2005, 03:02:00 ; Search time 196.097 Seconds 

(without alignments) 
9128.577 Million cell updates/sec 

US-09-349-954A-3 
1094 

1 ccatgagccctctgctccgc gaaggaaaaaaaaaaaaaaa 1094 



2405568 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1 . 0 

Searched: 1202784 seqs, 818138359 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : Issued_Patents_NA: * 

1 : /cgn2_6/ptodata/l/ina/5A_COMB. seq: * 

2 : /cgn2_6/ptodata/l/ina/5B_C0MB. seq: * 

3 : /cgn2_6/ptodata/l/ina/6A_COMB. seq: * 

4 : /cgn2_6/ptodata/l/ina/6B_COMB. seq: * 

5 : / cgn2_6 /ptodata/l/ ina/ PCTUS_COMB . seq : * 

6 : /cgn2_6 /ptodata/l/ ina/backfile si . seq : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB ID 



Description 
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1 


1020 


2 


93 


.3 


1099 


4 


US -09 -949 -016 -154 5 


Sequence 


1545, Ap 


2 


622 


4 


56 


.9 


624 


2 


US -08 -609 -443 B- 14 


Sequence 


14 , Appl 


3 


622 


4 


56 


.9 


624 


2 


US - 08 -569 -063 C- 14 


Sequence 


14 , Appl 


4 


622 


4 


56 


.9 


624 


3 


US-08-851 -896 -14 


Sequence 


1 4 , App 1 


5 


521 


6 


47 


.7 


624 


2 


US-08-609-443B-12 


Sequence 


12 , Appl 


6 


521 


6 


47 


.7 


624 


2 


US-08-569-063C-12 


Sequence 


12 , Appl 


7 


521 


6 


47 


.7 


624 


3 


US-08-851-896-12 


Sequence 


12, Appl 


8 


458 


41 


.9 


570 


1 


US-08-469-427A-10 


Sequence 


10, Appl 


9 


458 


41 


.9 


570 


2 


US-08-609-443B-10 


Sequence 


10, Appl 


10 


458 


41 


.9 


570 


2 


US-08-569-063C-10 


Sequence 


10 , Appl 


11 


458 


41 


.9 


570 


3 


US-08-851-896-10 


Sequence 


10, Appl 


12 


435 


2 


39 


.8 


7386 


4 


US -09 -949 -016 -132 87 


Sequence 


13287, A 


13 


359 


6 


32 


. 9 


565 


1 


US-08-469 -427A-4 


Sequence 


4 , App 1 i 


14 


359 


6 


32 


. 9 


565 


2 


US-08-609 -443B-4 


Sequence 


4, Appli 


15 


359 


6 


32 


. 9 


565 


2 


US-08-569-063C-4 


Sequence 


4, Appli 


16 


359 


6 


32 


.9 


565 


3 


US-08-851-896-4 


Sequence 


4 , Appl i 


17 


332 


6 


30 


.4 


591 


1 


US-08-469 -427A-6 


Sequence 


6, Appli 


18 


33 2 


6 


30 


.4 


591 


2 


US-08-609-443B-6 


Sequence 


6, Appli 


19 


332 


6 


30 


.4 


591 


2 


US-08-569-063C-6 


Sequence 


6, Appli 


20 


332 


6 


30 


.4 


591 


3 


US-08-851-896-6 


Sequence 


6 , Appl i 


21 


319 


6 


29 


.2 


405 


1 


US-08-469-427A-8 


Sequence 


8, Appli 


22 


319 


6 


29 


.2 


405 


2 


US-08-609-443B-8 


Sequence 


8 , App 1 i 


23 


319 


6 


29 


.2 


405 


2 


US-08-569-063C-8 


Sequence 


8, Appli 


24 


319 


6 


29 


.2 


405 


3 


US-08-851-896-8 


Sequence 


8 , Appl i 


25 


302 


8 


27 


. 7 


886 


1 


US-08-469-427A-1 


Sequence 


1, Appli 


26 


302 


8 


27 


. 7 


886 


2 


US-08-609-443B-1 


Sequence 


1 , App 1 i 


27 


302 


8 


27 


. 7 


886 


2 


US-08-569-063C-1 


Sequence 


1 , App 1 i 


28 


302 


8 


27 


. 7 


886 


3 


US-08-851-896-1 


Sequence 


1 , Appl i 


29 


92 


2 


8 


.4 


426 


4 


US-09-884-050-1 


Sequence 


1 , Appl i 


30 


92 


2 


8 


.4 


444 


3 


US-09-392 -932 -6 


Sequence 


6 , Appl i 


31 


92 


2 


8 


.4 


444 


4 


US-09-574 -708A-1 


Sequence 


1 , App 1 i 


32 


92 


2 


8 


.4 


444 


4 


US-09-392-931-1 


Sequence 


1 , Appl i 


33 


92 


2 


8 


.4 


456 


5 


PCT-US9 5-109 73A-88 


Sequence 


88, Appl 


34 


92. 


2 


8 


.4 


467 


5 


PCT-US9 5-109 73A-86 


Sequence 


86, Appl 


35 


92. 


2 


8 


.4 


473 


3 


US-08-718 -904 -1 


Sequence 


1 , Appl i 


36 


92. 


2 


8 


.4 


473 


4 


US-09-449 -249 -1 


Sequence 


1 , Appl i 


37 


92. 


2 


8 


.4 


473 


5 


PCT-US9 5-109 73A-25 


Sequence 


25, Appl 


38 


92. 


2 


8 


.4 


495 


4 


US-09-244 -583 -25 


Sequence 


25, Appl 


39 


92. 


2 


8 


.4 


495 


4 


US-09-037 -983C-14 


Sequence 


14 , Appl 


40 


92. 


2 


8 


.4 


498 


6 


5194596-20 


Patent No 


5194596 


41 


92. 


2 


8 


.4 


498 


6 


5194596-20 


Patent No 


5194596 


42 


92. 


2 


8 


.4 


516 


3 


US-08-784-551C-1 


Sequence 


1 , App 1 i 


43 


92. 


2 


8 


.4 


516 


3 


US-09-392-932-7 


Sequence 


7 , Appl i 


44 


92. 


2 


8 


.4 


516 


4 


US-09-574-708A-3 


Sequence 


3, Appli 


45 


92. 


2 


8 


.4 


516 


4 


US-09-037-983C-1 


Sequence 


1 , App 1 i 



ALIGNMENTS 



RESULT 1 

US-09-949-016-1545 

; Sequence 1545, Application US/09949016 
; Patent No. 6812339 
; GENERAL INFORMATION: 

; APPLICANT: VENTER, J. Craig et al. 

TITLE OF INVENTION: POLYMORPHISMS IN KNOWN GENES ASSOCIATED 
; TITLE OF INVENTION: WITH HUMAN DISEASE , METHODS OF DETECTION AND USES THEREOF 

FILE REFERENCE: CL0013 07 

CURRENT APPLICATION NUMBER: US/09/949,016 
; CURRENT FILING DATE: 20 00-04-14 
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SCORE Search Results Details for Application 
09349954 and Search Result us-09-349-954a- 

S.rni. 



Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 09349954 and Search Result us-09- 
349-954a-5.rni. 

start 

Go Back to previous page 

GenCore version 5.1.6 
Copyright (c) 1993 - 2005 Compugen Ltd. 

OM nucleic - nucleic search, using sw model 

Run on: February 10, 2005, 03:02:00 ; Search time 177.993 Seconds 

(without alignments) 
9128.577 Million cell updates/sec 

Title : US- 09 -349 -954 A- 5 

Perfect score: 993 

Sequence: 1 ccatgagccctctgctccgc gaaggaaaaaaaaaaaaaaa 993 

Scoring table: I DENT IT Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 1202784 seqs, 818138359 residues 

Total number of hits satisfying chosen parameters: 2405568 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 10 0% 
Listing first 45 summaries 

Database : Issued_Patents_NA: * 

1 : /cgn2_6/ptodata/l/ina/5A_COMB. seq: * 

2 : /cgn2_6/ptodata/l/ina/5B_C0MB. seq: * 

3 : /cgn2_6/ptodata/l/ina/6A_COMB. seq: * 

4 : /cgn2_6/ptodata/l/ina/6B_C0MB. seq: * 

5 : /cgn2_6/ptodata/l/ina/PCTUS_COMB .seq:* 

6 : / cgn2_6/ptodata/l/ina/backf ilesl . seq:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
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1 


806. 6 


81 


.2 


1099 


4 


US -09 -949 -016 -154 5 


Sequence 


1545, Ap 


2 


567 . 4 


57 


.1 


570 


1 


US -08 -469 -427 A- 10 


Sequence 


10, Appl 


3 


567 . 4 


57 


. 1 


570 


2 


US -08 -609 -443 B- 10 


Sequence 


10, Appl 


4 


567 . 4 


57 


. 1 


570 


2 


US - 08 - 569 -063 C- 10 


Sequence 


10, Appl 


5 


567 . 4 


57 


. 1 


570 


3 


US-08-851 -896 -10 


Sequence 


10, Appl 


6 


469 


47 


.2 


565 


1 


US-08-469-427A-4 


Sequence 


4 , App 1 i 


7 


469 


47 


.2 


565 


2 


US-08-609 -443B-4 


Sequence 


4, Appli 


8 


469 


47 


.2 


565 


2 


US - 08-569- 06 3C-4 


Sequence 


4 , App 1 i 


9 


469 


47 


.2 


565 


3 


US-08-851 -896 -4 


Sequence 


4 , Appl i 


10 


442 


44 


.5 


591 


1 


US-08-469 -427A-6 


Sequence 


6, Appli 


11 


442 


44 


.5 


591 


2 


US-08-609 -443B-6 


Sequence 


6, Appli 


12 


442 


44 


.5 


591 


2 


US-08-569 -063C-6 


Sequence 


6, Appli 


13 


442 


44 


.5 


591 


3 


US-08-851 -896 -6 


Sequence 


6 , Appl i 


14 


435 . 2 


43 


.8 


7386 


4 


US -09 -949 -016 -132 87 


Sequence 


13287, A 


15 


412 . 2 


41 


.5 


886 


1 


US-08-469 -427A-1 


Sequence 


1, Appli 


16 


412.2 


41 


.5 


886 


2 


US-08 -609 -443B- 1 


Sequence 


1, Appli 


17 


412.2 


41 


.5 


886 


2 


US-08-569 -063C-1 


Sequence 


1, Appli 


18 


412.2 


41 


. 5 


886 


3 


US-08-851 -896 - 1 


Sequence 


1 , Appl i 


19 


408 . 8 


41 


.2 


624 


2 


US-08-609 -443 B- 14 


Sequence 


14 , Appl 


20 


408 . 8 


41 


.2 


624 


2 


US-08-569 -063 C- 14 


Sequence 


14 , Appl 


21 


408 . 8 


41 


.2 


624 


3 


US-08-851 -896 -14 


Sequence 


14, Appl 


22 


338 


34 


.0 


624 


2 


US-08-609 -443 B- 12 


Sequence 


12 , Appl 


23 


338 


34 


.0 


624 


2 


US-08-569 -063C-12 


Sequence 


12 , Appl 


24 


338 


34 


.0 


624 


3 


US-08-851-896-12 


Sequence 


12, Appl 


25 


319.6 


32 


.2 


405 


1 


US-08-469 -427A-8 


Sequence 


8, Appli 


26 


319 .6 


32 


. 2 


4 05 


2 


US-08-609 -443B-8 


Sequence 


8, Appli 


27 


319.6 


32 


.2 


405 


2 


US-08-569 -063C-8 


Sequence 


8, Appli 


28 


319. 6 


32 


.2 


405 


3 


US-08-851 -896 -8 


Sequence 


8 , Appl i 


29 


97.2 


9 


. 8 


605 


3 


US-08 -718 -904 -2 


Sequence 


2 , Appl i 


30 


97 . 2 


9 


.8 


605 


4 


US-09-449-249-2 


Sequence 


2 , Appl i 


31 


97 . 2 


9 


.8 


605 


5 


PCT-US9 5-109 73A-26 


Sequence 


26, Appl 


32 


96 . 8 


9 


. 7 


2136 


4 


US-09-587 -184 -1 


Sequence 


1 , Appl i 


33 


96 


9 


.7 


576 


3 


US-09-392 -932-8 


Sequence 


8 , Appl i 


34 


96 


9 


.7 


576 


4 


US-09-574 -708A-5 


Sequence 


5, Appli 


35 


96 


9 


.7 


576 


4 


US-09-392 -931-5 


Sequence 


5 , Appl i 


36 


96 


9 


.7 


599 


5 


PCT-US9 5-109 73A-87 


Sequence 


87, Appl 


37 


96 


9 


.7 


599 


5 


PCT-US9 5-109 73A-89 


Sequence 


89, Appl 


38 


96 


9 


.7 


649 


4 


US -09 -94 9 -016 -116 8 


Sequence 


116 8, Ap 


39 


96 


9 


.7 


989 


6 


5332671-11 


Patent No 


. 5332671 


40 


96 


9 


. 7 


989 


6 


53326 71-11 


Patent No 


. 5332671 


41 


96 


9 


.7 


990 


3 


US-08-567-200A-1 


Sequence 


1, Appli 


42 


96 


9 


.7 


990 


3 


US-08-691-794 -1 


Sequence 


1 , Appl i 


43 


96 


9 


.7 


990 


3 


US-08-882-816-1 


Sequence 


1 , Appl i 


44 


96 


9 


.7 


990 


4 


US-08-802 -052B-1 


Sequence 


1, Appli 


45 


96 


9 


.7 


1299 


5 


PCT-US95-109 73A-58 


Sequence 


58, Appl 



ALIGNMENTS 



RESULT 1 

US-09-949-016-1545 

; Sequence 1545, Application US/09949016 
; Patent No. 6812 33 9 
; GENERAL INFORMATION : 

; APPLICANT: VENTER, J. Craig et al. 

; TITLE OF INVENTION: POLYMORPHISMS IN KNOWN GENES ASSOCIATED 

TITLE OF INVENTION: WITH HUMAN DISEASE, METHODS OF DETECTION AND USES THEREOF 
FILE REFERENCE: CL0013 07 

; CURRENT APPLICATION NUMBER: US/0 9/9 49,016 

; CURRENT FILING DATE: 2000-04-14 
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SCORE Search Results Details for Application 
09349954 and Search Result us-09-349-954a 

6.rai. 



Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 09349954 and Search Result us-09- 

349-954a-6.rai. 

start 

Go Back to previous page 

GenCore version 5.1.6 
Copyright (c) 1993 - 2005 Compugen Ltd. 

OM protein - protein search, using sw model 

Run on: February 10, 2005, 09:20:21 ; Search time 44 Seconds 

(without alignments) 
318.955 Million cell updates/sec 

Title : US- 09 -349 -954 A- 6 

Perfect score: 1028 

Sequence: 1 MSPLLRRLLLAALLQLAPAQ CQGRGL ELNP DT CR CR KL RR 188 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 513545 seqs, 74649064 residues 

Total number of hits satisfying chosen parameters: 513545 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 10 0% 
Listing first 45 summaries 

Database : Issued_Patents_AA: * 

1 : /cgn2_6/ptodata/l/iaa/5A_COMB.pep: * 

2 : /cgn2_6/ptodata/l/iaa/5B_C0MB. pep: * 

3 : /cgn2_6/ptodata/l/iaa/6A_C0MB.pep: * 

4 : /cgn2_6/ptodata/l/iaa/6B_COMB. pep: * 

5 : /cgn2_6/ptodata/l/iaa/PCTUS_C0MB .pep:* 

6 : /cgn2_6/ptodata/l/ iaa/backf ilesl .pep : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
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1 1028 100.0 188 1 

2 1028 100.0 188 2 

3 1028 100.0 188 2 

4 1028 100.0 188 3 

5 1028 100.0 188 3 

6 1028 100.0 188 3 

7 1028 100.0 188 4 

8 1028 100.0 188 4 

9 1028 100.0 188 4 

10 1028 100.0 188 4 

11 1028 100.0 188 4 

12 1028 100.0 188 4 

13 1028 100.0 188 4 

14 900 87.5 188 1 

15 900 87.5 188 2 

16 900 87.5 188 2 

17 900 87.5 188 3 

18 886.5 86.2 195 1 

19 886.5 86.2 195 2 

20 886.5 86.2 195 2 

21 886.5 86.2 195 3 

22 740.5 72.0 207 2 

23 740.5 72.0 207 2 

24 740.5 72.0 207 3 

25 659.5 64.2 207 2 

26 659.5 64.2 207 2 

27 659.5 64.2 207 3 

28 654.5 63.7 189 4 

29 612 59.5 133 1 

30 612 59.5 133 2 

31 612 59.5 133 2 

32 612 59.5 133 3 

33 489 47.6 102 1 

34 489 47.6 102 2 

35 489 47.6 102 2 

36 489 47.6 102 3 

37 372 36.2 190 3 

38 372 36.2 190 4 

39 369 35.9 190 6 

40 369 35.9 190 6 

41 367 35.7 190 2 

42 365.5 35.6 191 3 

43 365.5 35.6 191 3 

44 365.5 35.6 191 3 

45 365.5 35.6 191 3 



US-08-469-427A-11 

US-08-609-443B-11 

US-08-569-063C-11 

US-08-795-430-57 

US-08-851-896-11 

US-09-355-700-57 

US-09-431-888-6 

US-08-671-573B-56 

US-09-438-046-12 

US-09-631-092B-56 

US-09-468-647A-107 

US-09-534-376A-57 

US-09-214-982-34 

US-08-469-427A-5 

US-08-609-443B-5 

US-08-569-063C-5 

US-08-851-896-5 

US-08-469-427A-7 

US-08-609-443B-7 

US-08-569-063C-7 

US-08-851-896-7 

US-08-609-443B-15 

US-08-569-063C-15 

US-08-851-896-15 

US-08-609-443B-13 

US-08-569-063C-13 

US-08-851-896-13 

US-09-949-016-7416 

US-08-469-427A-9 

US-08-609-443B-9 

US-08-569-063C-9 

US-08-851-896-9 

US-08-469-427A-2 

US-08-609-443B-2 

US-08-569-063C-2 

US-08-851-896-2 

US-08-586-039B-31 

US-09-699-769-31 

5332671-3 

5332671-3 

US-08-569-063C-20 

US-08-567-200A-2 

US-08-807-992B-2 

US-08-691-794-2 

US-08-795-430-56 



Sequence 11, Appl 
Sequence 11, Appl 
Sequence 11 , Appl 
Sequence 57, Appl 
Sequence 1 1 , Appl 
Sequence 57, Appl 
Sequence 6, Appli 
Sequence 56, Appl 
Sequence 12 , Appl 
Sequence 56 , Appl 
Sequence 10 7, App 
Sequence 57, Appl 
Sequence 34, Appl 
Sequence 5, Appli 
Sequence 5, Appli 
Sequence 5, Appli 
Sequence 5, Appli 
Sequence 7, Appli 
Sequence 7, Appli 
Sequence 7, Appli 
Sequence 7, Appli 
Sequence 15, Appl 
Sequence 15, Appl 
Sequence 15, Appl 
Sequence 13 , Appl 
Sequence 13 , Appl 
Sequence 13, Appl 
Sequence 7416, Ap 
Sequence 9, Appli 
Sequence 9, Appli 
Sequence 9, Appli 
Sequence 9, Appli 
Sequence 2, Appli 
Sequence 2, Appli 
Sequence 2, Appli 
Sequence 2, Appli 
Sequence 31, Appl 
Sequence 31, Appl 
Patent No. 5332671 
Patent No. 5332671 
Sequence 20, Appl 
Sequence 2, Appli 
Sequence 2, Appli 
Sequence 2, Appli 
Sequence 56, Appl 



ALIGNMENTS 



RESULT 1 

US-08-469-427A-11 

Sequence 11, Application US/08469427A 
Patent No. 5607918 
GENERAL INFORMATION: 

APPLICANT: Eriksson, Ulf 
APPLICANT: Olofsson, Birgitta 
APPLICANT: Alitalo, Kari 
APPLICANT: Pajusola, Katri 

TITLE OF INVENTION: VASCULAR ENDOTHELIAL GROWTH FACTOR-B AND 
TITLE OF INVENTION: DNA CODING THEREFOR 
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SCORE Search Results Details for Application 
09349954 and Search Result us-09-349-954a 

7.rni. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 09349954 and Search Result us-09- 

349-954a-7.rni. 

start 



Go Back to previous page 



GenCore version 5.1.6 
Copyright (c) 1993 - 20 05 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title : 

Perfect score: 
Sequence: 

Scoring table: 



Searched: 



February 10, 2005, 03:02:00 ; Search time 153.795 Seconds 

(without alignments) 
9128.577 Million cell updates/sec 

US-09-349-954A-7 
858 

1 ccatgagccctctgctccgc gaaggaaaaaaaaaaaaaaa 858 

I DENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

1202784 seqs, 818138359 residues 



2405568 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 10 0% 
Listing first 45 summaries 

Database : Issued_Patents_NA: * 

1 : /cgn2_6/ptodata/l/ina/5A_COMB. seq: * 

2 : /cgn2_6/ptodata/l/ina/5B_COMB. seq: * 

3 : /cgn2_6/ptodata/l/ina/6A_COMB. seq: * 

4 : /cgn2_6/ptodata/l/ina/6B_COMB. seq: * 

5 : /cgn2_6/ptodata/l/ina/PCTUS_COMB .seq: * 

6 : / cgn2_6/ptodata/l/ ina/ back file si . seq : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB ID 



Description 
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ALIGNMENTS 



RESULT 1 

US-09-949-016-1545 

; Sequence 1545, Application US/09949016 
; Patent No. 6812339 
; GENERAL INFORMATION: 

; APPLICANT: VENTER, J. Craig et al. 

; TITLE OF INVENTION: POLYMORPHISMS IN KNOWN GENES ASSOCIATED 

; TITLE OF INVENTION: WITH HUMAN DISEASE, METHODS OF DETECTION AND USES THEREOF 
; FILE REFERENCE: CL0013 07 

; CURRENT APPLICATION NUMBER: US/09/9 49,016 
CURRENT FILING DATE: 2000-04-14 
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SCORE Search Results Details for Application 
09349954 and Search Result us-09-349-954a- 
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Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 09349954 and Search Result us-09- 

349-954a-9.rni. 

start 

Go Back to previous page 

GenCore version 5.1.6 
Copyright (c) 1993 - 20 05 Compugen Ltd. 

OM nucleic - nucleic search, using sw model 

Run on: February 10, 2005, 03:02:00 ; Search time 163.115 Seconds 

(without alignments) 
9128.577 Million cell updates/sec 

Title : US- 09 -349 -954 A- 9 

Perfect score: 910 

Sequence: 1 ccatgagccctctgctccgc atcttacaactggctcttcc 910 

Scoring table: I DENT IT Y_NUC 

Gapop 10.0 , Gapext 1 . 0 

Searched: 1202784 seqs, 818138359 residues 

Total number of hits satisfying chosen parameters: 2405568 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing: Minimum Match 0% 

Maximum Match 10 0% 
Listing first 45 summaries 

Database : Issued_Patents_NA: * 

1 : /cgn2_6/ptodata/l/ina/5A_COMB. seq: * 

2 : /cgn2_6/ptodata/l/ina/5B_COMB. seq: * 

3 : /cgn2_6/ptodata/l/ina/6A_COMB. seq: * 

4 : /cgn2_6/ptodata/l/ina/6B_COMB. seq: * 

5 : /cgn2_6/ptodata/l/ina/PCTUS_COMB . seq : * 

6 : /cgn2_6/ptodata/l/ina/backf ilesl .seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
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ALIGNMENTS 



RESULT 1 

US-09-949-016-1545 

; Sequence 1545, Application US/09949016 
; Patent No. 6812339 
; GENERAL INFORMATION: 

; APPLICANT: VENTER, J. Craig et al. 

; TITLE OF INVENTION: POLYMORPHISMS IN KNOWN GENES ASSOCIATED 

; TITLE OF INVENTION: WITH HUMAN DISEASE, METHODS OF DETECTION AND USES THEREOF 
; FILE REFERENCE: CL0013 07 

; CURRENT APPLICATION NUMBER: US/0 9/9 49,016 
; CURRENT FILING DATE: 2000-04-14 
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Item Name 

us-09-349-954a-3.rni 

us-09-349-954a-3.rnpb 

us-09-349-954a-3.rnpm 

us-09-349-954a-3.rnpn 

us-09-349-954a-5.rni 
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us-09-349-954a-9.rnpm 
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SCORE Search Results Details for Application 
09349954 and Search Result us-09-349-954a- 

3.rni. 



Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 09349954 and Search Result us-09- 
349-954a-3.rni. 

start 

Go Back to previous page 

GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 

OM nucleic - nucleic search, using sw model 

Run on: March 10, 2004, 17:11:11 ; Search time 84.2848 Seconds 

(without alignments) 
7203.150 Million cell updates/sec 

Title : US- 09 -349- 954 A-3 

Perfect score : 1094 

Sequence: 1 ccatgagccctctgctccgc gaaggaaaaaaaaaaaaaaa 1094 

Scoring table: I DENT IT Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 682709 seqs , 277475446 residues 

Total number of hits satisfying chosen parameters: 1365418 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : Issued_Patents_NA: * 

1 : /cgn2_6/ptodata/2/ina/5A_COMB. seq: * 

2 : /cgn2_6/ptodata/2/ina/5B_COMB. seq: * 

3 : /cgn2_6/ptodata/2/ina/6A_COMB. seq: * 

4 : /cgn2_6/ptodata/2/ina/6B_COMB. seq: * 

5 : /cgn2_6/ptodata/2/ina/PCTUS_C0MB .seq: * 

6 : /cgn2_6/ptodata/2/ina/backf ilesl . seq : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
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21 


319. 


6 


29 


. 2 


405 


2 


US-08-569 -063C-8 


Sequence 


8, Appli 


22 


319. 


6 


29 


. 2 


405 


4 


US-08-851 -896 -8 


Sequence 


8 , Appl i 


23 


302 . 


8 


27 


. 7 


886 


1 


US-08-469 -427A-1 


Sequence 


1, Appli 


24 


302 . 


8 


27 


. 7 


886 


2 


US-08-609 -443B-1 


Sequence 


1, Appli 


25 


302 . 


8 


27 


. 7 


886 


2 


US-08-569 -063C-1 


Sequence 


1 , App 1 i 


26 


302 . 


8 


27 


7 


886 


4 


US-08-851-896-1 


Sequence 


1 , Appl i 


27 


92 . 


2 


8 


.4 


444 


4 


US-09-392 -932 -6 


Sequence 


6 , Appl i 


28 


92 . 


2 


8 


.4 


444 


4 


US-09-574 -708A-1 


Sequence 


1, Appli 


29 


92 . 


2 


8 


.4 


444 


4 


US-09-392 -931 -1 


Sequence 


1 , Appl i 


30 


92 . 


2 


8 


.4 


456 


5 


PCT-US9 5-109 73A-88 


Sequence 


88, Appl 


3 1 


92. 


2 


8 


. 4 


467 


5 


PCT-US9 5-109 73A-86 


Sequence 


86, Appl 


32 


92. 


2 


8 


.4 


473 


3 


US-08-718-904-1 


Sequence 


1 , Appl i 


3 3 


92 . 


2 


8 


. 4 


473 


4 


US-09 -449 -249 -1 


Sequence 


1 , Appl i 


34 


92. 


2 


8 


4 


473 


5 


PCT-US95-109 73A-25 


Sequence 


25, Appl 


3 5 


92 . 


2 


8 


4 


495 


4 


US-09-244 -583 -25 


Sequence 


25, Appl 


36 


92. 


2 


8 


4 


495 


4 


US -09 -03 7 -983C-14 


Sequence 


14 , Appl 


37 


92 . 


2 


8 


4 


498 


6 


5194596-20 


Patent No. 


5194596 


38 


92. 


2 


8 


4 


516 


3 


US-08-784 -551C-1 


Sequence 


1, Appli 


39 


92. 


2 


8 


4 


516 


4 


US-09-392 -932 -7 


Sequence 


7 , Appl i 


4 0 


92. 


2 


8 


4 


516 


4 


US-09-574 -7 08 A- 3 


Sequence 


3, Appli 


41 


92. 


2 


8 


4 


516 


4 


US-09-037-983C-1 


Sequence 


1, Appli 


42 


92. 


2 


8 


4 


516 


4 


US-09-428-909A-1 


Sequence 


1 , App 1 i 


43 


92. 


2 


8 


4 


516 


4 


US-09-392-931-3 


Sequence 


3 , Appl i 


44 


92. 


2 


8 


4 


545 


4 


US-09-244-583-1 


Sequence 


1 , Appl i 


45 


92. 


2 


8 


4 


576 


4 


US-09-392-932-8 


Sequence 


8 , Appl i 



ALIGNMENTS 



RESULT 1 

US-08-609-443B-14 

; Sequence 14, Application US/08609443B 

; Patent No. 5840693 

; GENERAL INFORMATION: 

APPLICANT: ERIKSSON, Ul f 

APPLICANT: OLOFSSON, Birgitta 

APPLICANT: ALITALO, Kari 

APPLICANT: PAJUSOLA, Katri 

TITLE OF INVENTION: VASCULAR ENDOTHELIAL GROWTH FACTOR-B AND 
TITLE OF INVENTION: DNA CODING THEREFOR 
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SCORE Search Results Details for Application 093 
and Search Result us-09-349-954a-3.rnpb. 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 09349954 and Search Result us-09-3< 
3.rnpb. 

start 

Go Back to 



GenCore version 5.1.6 
Copyright (c) 1993 - 20 04 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



March 10, 2004, 17:11:11 ; Search time 385.667 Seconds 

(without alignments) 
10374.835 Million cell updates/sec 



Title : 

Perfect score: 
Sequence : 



US-09-349-954A-3 
1094 

1 ccatgagccctctgctccgc gaaggaaaaaaaaaaaaaaa 1094 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



2421054 seqs, 1828716029 residues 



Total number of hits satisfying chosen parameters: 



4842108 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 10 0% 
Listing first 45 summaries 



Database : Published_Applicat ions_NA: * 

1 : /cgn2_6/ptodata/2/pubpna/US07_PUBCOMB. seq: * 

2 : /cgn2_6/ptodata/2/pubpna/PCT_NEW_PUB .seq:* 

3 : /cgn2_6/ptodata/2/pubpna/US06_NEW_PUB. seq: * 

4 : /cgn2_6/ptodata/2/pubpna/US06_PUBCOMB. seq: * 

5 : /cgn2_6/ptodata/2/pubpna/US07_NEW__PUB. seq: * 

6 : /cgn2_6/ptodata/2/pubpna/PCTUS_PUBC0MB . seq : * 

7 : /cgn2_6/ptodata/2/pubpna/US08_NEW__PUB. seq: * 

8 : /cgn2_6/ptodata/2/pubpna/US08_PUBCOMB. seq: * 

9 : /cgn2_6/ptodata/2/pubpna/US09A_PUBCOMB . seq : * 

10: /cgn2_6/ptodata/2/pubpna/US09B_PUBC0MB. seq: * 

11: /cgn2_6/ptodata/2/pubpna/US09C_PUBCOMB. seq: * 

12 : /cgn2_6/ptodata/2 /pubpna/US09_NEW_PUB . seq : * 

13 : /cgn2_6/ptodata/2/pubpna/US10A_PUBC0MB. seq: * 

14 : /cgn2_6/ptodata/2/pubpna/US10B_PUBC0MB. seq: * 

15: /cgn2_6/ptodata/2/pubpna/US10C_PUBCOMB. seq: * 

16 : /cgn2_6/ptodata/2 /pubpna/US10_NEW_PUB . seq : * 

17 : /cgn2_6/ptodata/2 /pubpna/US60_NEW_PUB . seq : * 

1 8 : /cgn2_6/ptodata/2 /pubpna/US60_PUBCOMB . seq : * 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 





No . 


Score 


Match 


Length 


DB 


ID 


Description 




1 


1094 


100 


.0 


1094 


9 


US-09-349-954A-3 


Sequence 3, Appli 




2 


1094 


100 


.0 


1094 


9 


US-09-907-007-3 


Sequence 3, Appli 




3 


1092 . 4 


99 


.9 


1181 


14 


US-10-136 -819-10 


Sequence 10, Appl 




4 


880. 4 


80 


.5 


993 


9 


US-09-349-954A-5 


Sequence 5, Appli 




5 


880. 4 


80 


.5 


993 


9 


US-09-907-007-5 


Sequence 5, Appli 




6 


876 . 8 


80 


.1 


1154 


15 


US- 10-264 -049-846 


Sequence 846, App 




7 


813 . 4 


74 


.4 


910 


9 


US-09-349 -954A-9 


Sequence 9, Appli 




8 


813 . 4 


74 


.4 


910 


9 


US-09-907 -007 -9 


Sequence 9, Appli 




9 


74 9. 8 


68 


.5 


755 


14 


US-10-262-538-21 


Sequence 21, Appl 




10 


74 9. 8 


68 


.5 


755 


14 


US -10 -007 -926A-466 


Sequence 466, App 




11 


74 9. 8 


68 


.5 


755 


15 


US-10-174-128-4 


Sequence 4 , Appli 




12 


622. 4 


56 


.9 


624 


9 


US-09-912 -436-3 


Sequence 3, Appli 




13 


622. 4 


56 


.9 


624 


10 


US-09-961-756-14 


Sequence 14 , Appl 




14 


621. 8 


56 


.8 


5695 


9 


US-09-912 -436-10 


Sequence 10, Appl 




15 


613 . 8 


56 


.1 


5695 


9 


US-09-912 -436-9 


Sequence 9, Appli 




16 


610.4 


55 


.8 


858 


9 


US-09-349 -954A-7 


Sequence 7, Appli 




17 


610. 4 


55 


.8 


858 


9 


US-09-907 -007 -7 


Sequence 7, Appli 




18 


610 


55 


.8 


663 


9 


US-09-244 -694-19 


Sequence 19, Appl 




19 


601 


54 


.9 


666 


9 


US-09-244 -694 -1 


Sequence 1, Appli 




20 


595. 2 


54 


.4 


1242 


9 


US-09-349 -954 A- 16 


Sequence 16 , Appl 




21 


595. 2 


54 


.4 


1242 


9 


US-09-907-007-16 


Sequence 16, Appl 


c 


22 


54 2.4 


49 


.6 


565 


9 


US-09-244 -694 -32 


Sequence 32, Appl 




23 


521. 6 


47 


.7 


624 


10 


US-09-961-756-12 


Sequence 12 , Appl 


c 


24 


507. 8 


46 


.4 


566 


9 


US-09-244 -694 -142 


Sequence 142, App 


c 


25 


497.2 


45 


.4 


502 


9 


US-09-244 -694 -34 


Sequence 34, Appl 


c 


26 


489.8 


44 


.8 


493 


9 


US-09-244 -694 -35 


Sequence 35, Appl 


c 


27 


467. 4 


42 


.7 


469 


9 


US-09-244 -694 -39 


Sequence 3 9, Appl 




28 


467. 2 


42 


.7 


553 


9 


US-09-244 -694 -27 


Sequence 2 7, Appl 


c 


29 


461. 8 


42 


.2 


490 


9 


US-09-244 -694 -37 


Sequence 3 7, Appl 




30 


458 


41 


.9 


57 0 


9 


US-09-795 -006A-116 


Sequence 116 , App 




31 


458 


41 


.9 


570 


10 


US-09-961-756-10 


Sequence 1 0 , Appl 




32 


456 


41 


.7 


567 


9 


US-09-912 -436 -1 


Sequence 1, Appli 




33 


455. 2 


41 


.6 


5614 


9 


US-09-912 -436 -7 


Sequence 7, Appli 




34 


447. 2 


40 


.9 


5614 


9 


US-09-912 -436 -8 


Sequence 8, Appli 




35 


410.4 


37 


.5 


5458 


9 


US-09-912-436-11 


Sequence 11, Appl 




36 


409. 8 


37 


.5 


449 


10 


US-09-918 -995-13904 


Sequence 13904, A 




37 


408 


37 


.3 


408 


9 


US-09-912-436-5 


Sequence 5, Appli 




38 


402.4 


36 


.8 


5458 


9 


US-09-912-436-12 


Sequence 12 , Appl 




39 


400 


36 , 


.6 


445 


9 


US-09-244 -694 -22 


Sequence 22, Appl 




40 


387.4 


35 


.4 


415 


9 


US-09-244 -694 -23 


Sequence 23, Appl 




41 


384. 8 


35 


.2 


523 


9 


US-09-244 -694 -29 


Sequence 29, Appl 




42 


369 


33 


.7 


531 


9 


US-09-244 -694 -21 


Sequence 21, Appl 




43 


359. 6 


32 


.9 


565 


10 


US-09-961-756-4 


Sequence 4, Appli 




44 


332.6 


30 , 


.4 


591 


10 


US-09-961-756-6 


Sequence 6, Appli 




45 


323. 2 


29 


.5 


374 


9 


US-09-244 -694 -33 


Sequence 33, Appl 



ALIGNMENTS 

RESULT 1 

US-09-349-954A-3 
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SCORE Search Results Details for Application 
09349954 and Search Result us-09-349-954a- 
3,rnpn. 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 09349954 and Search Result us-09- 
349-954a-3.rnpn. 

start 

Go Back to previous pag 

GenCore version 5.1.6 
Copyright (c) 1993 - 20 04 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: March 10, 2004, 17:11:11 ; Search time 109.826 Seconds 

(without alignments) 
2670.873 Million cell updates/sec 

Title : US -09 -349 -954 A- 3 

Perfect score: 1094 

Sequence: 1 ccatgagccct ctgctccgc gaaggaaaaaaaaaaaaaaa 1094 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 582743 seqs, 134063251 residues 



Total number of hits satisfying chosen parameters: 1165486 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 10 0% 
Listing first 45 summaries 



Database : Pending_Patent s_NA_New: * 

1 : / cgn2_6 /p toda ta /2 / pna/ PCT_NE W_COMB . s eq : * 

2 : /cgn2_6/ptodata/2/pna/US06_NEW_COMB. seq: * 

3 : /cgn2_6/ptodata/2/pna/US07_NEW_COMB. seq: * 

4 : /cgn2_6/ptodata/2/pna/US08_NEW_COMB. seq: * 

5 : /cgn2_6/ptodata/2/pna/US09_NEW_COMB. seq: * 

6 : /cgn2_6/ptodata/2/pna/US10_NEW_COMB. seq: * 

7 : /cgn2_6/ptodata/2/pna/US60_NEW_COMB. seq: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
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1 


1094 


100 


. 0 


1094 


6 


US - 10 -220 -324 A- 1 


Sequence 


1, Appli 




2 


880 


. 4 


80 


.5 


993 


6 


US-10-220-324A-3 


Sequence 


3, Appli 




3 


398 


. 4 


36 


.4 


585 


6 


US -10 -204 -07 OA- 3 


Sequence 


3 , App 1 i 




4 


92 


. 2 


8 


.4 


438 


1 


PCT-IL03-01085-1 


Sequence 


1 , App 1 i 




5 


92 


. 2 


8 


. 4 


444 


5 


US -09 -575 -199C-1 


Sequence 


1, Appli 




6 


92 


. 2 


8 


. 4 


498 


6 


US -10 -765 -580 -10 


Sequence 


10, Appl 




7 


92 


. 2 


8 


. 4 


541 


1 


PCT-US04 -02188 -59 


Sequence 


59, Appl 




8 


92 


. 2 


8 


. 4 


541 


6 


US -10 -764 -425-59 


Sequence 


5 9 , App 1 




9 


92 


. 2 


8 


.4 


576 


1 


PCT-US04- 029 74 -33 


Sequence 


3 3 , Appl 




10 


92 


. 2 


8 


. 4 


576 


6 


US-10-770-668 -33 


Sequence 


33, Appl 




11 


92 


. 2 


8 


.4 


1507 


6 


US-10-765 -580 -11 


Sequence 


11, Appl 




12 


92 


. 2 


8 


.4 


4425 


1 


PCT-US04-053 72-13 


Sequence 


13 , Appl 




13 


90 


. 6 


8 


.3 


3166 


6 


US -10 -775 -169 -244 


Sequence 


244, App 




14 


79 


. 4 


7 


.3 


438 


1 


PCT-IL0 3 -010 85-2 


Sequence 


2, Appli 




15 


54 


. 6 


5 


.0 


645 


6 


US -10 -767 -701 -3807 


Sequence 


3807, Ap 




16 


52 


. 8 


4 


. 8 


134 7 


6 


US -10 -767 -701 -112 03 


Sequence 


11203, A 




17 


52 


4 


. 8 


615 


6 


US -10 -767 -701 -4396 


Sequence 


4 396, Ap 




18 


50 


. 2 


4 


. 6 


707 


6 


US -10 -767 -701 -4413 


Sequence 


4 413, Ap 




19 


49 


. 6 


4 


. 5 


960 


6 


US -10 -767 -701 -724 4 


Sequence 


7 244, Ap 


c 


2 0 


49 


4 


. 5 


1000 


6 


US -10 - 779 -543 - 8571 


Sequence 


8571, Ap 




2 1 


48 


. 8 


4 


.5 


584 


6 


US -10 -767 -701 -4186 


Sequence 


418 6, Ap 




22 


48 


.6 


4 


. 4 


1092 


6 


US-10-767-701-973 9 


Sequence 


9 739, Ap 


c 


23 


48 


.4 


4 


. 4 


201 


6 


US -10 -767 -471 -678 2 


Sequence 


6 78 2, Ap 


c 


24 


48 


.4 


4 


.4 


201 


6 


US -10 -767 -471 -270 03 


Sequence 


27003, A 




25 


48 


. 4 


4 


.4 


667 


6 


US -10 -767 -701 -8805 


Sequence 


8 805, Ap 




26 


48 


.4 


4 


. 4 


1337 


6 


US -10 -779 -543 -5579 


Sequence 


5579, Ap 


c 


27 


48 


4 


.4 


201 


6 


US -10 -767 -471 -678 5 


Sequence 


6 785, Ap 


c 


28 


48 


4 


.4 


201 


6 


US -10 -767 -471 -678 7 


Sequence 


6 787, Ap 


c 


29 


48 


4 


. 4 


201 


6 


US -10- 76 7 -471 -27022 


Sequence 


27022, A 


c 


3 0 


48 


4 


. 4 


201 


6 


US -10-767 -471-27024 


Sequence 


27024, A 




3 1 


47 


. 8 


4 


. 4 


1388 


6 


US -10-767 -701 -14298 


Sequence 


14298, A 




32 


47 


. 6 


4 


.4 


1215 


6 


US -10 -767 -701 -8767 


Sequence 


8 767, Ap 




33 


47 


.4 


4 


.3 


563 


6 


US -10 -767 -701 -4502 


Sequence 


4502, Ap 


c 


34 


47 


.2 


4 


.3 


1737 


6 


US -10 -767 -471 -355 


Sequence 


3 55, App 


c 


35 


47 


.2 


4 


. 3 


11924 


1 


PCT-US0 3-312 19-7 


Sequence 


7, Appli 


c 


36 


47 


.2 


4 


.3 


11924 


6 


US-10-678 -816 -7 


Sequence 


7 , Appl i 


c 


37 


47 


.2 


4 


.3 


12242 


1 


PCT-US03-31219-6 


Sequence 


6, Appli 


c 


38 


47 


.2 


4 


.3 


12242 


6 


US-10-678 -816 -6 


Sequence 


6 , Appl i 


c 


3 9 


47 


. 2 


4 


. 3 


24 26 0 


6 


US-10-767-471-10667 


Sequence 


10667, A 




40 


47 


4 


.3 


1021 


6 


US-10-767-701-11876 


Sequence 


11876, A 




41 


46 


. 8 


4 


.3 


573 


6 


US-10-767-701-4301 


Sequence 


4301, Ap 




42 


46 


.8 


4 


.3 


797 


6 


US-10-767-701-4259 


Sequence 


4 259, Ap 




43 


46 


.8 


4 


.3 


862 


6 


US-10-767-701-10425 


Sequence 


10425, A 




44 


46 


.4 


4 


.2 


592 


6 


US-10-632-150-31 


Sequence 


31, Appl 


c 


45 


46 


.4 


4 


.2 


1459 


6 


US-10-779-543 -8615 


Sequence 


8615, Ap 



ALIGNMENTS 



RESULT 1 

US-10-220-324A-1 

; Sequence 1, Application US/10220324A 

; GENERAL INFORMATION: 

APPLICANT: The Council of the Queensland Institute of Medical Research 
TITLE OF INVENTION: A method of treatment and prophylaxis 

; FILE REFERENCE: 23 86 004/EJH 

; CURRENT APPLICATION NUMBER: US/1 0/2 20 , 3 24A 

; CURRENT FILING DATE: 2003-06-09 

; PRIOR APPLICATION NUMBER: International 
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SCORE Search Results Details for Application 
09349954 and Search Result us-09-349-954a- 

5. mi. 



Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 09349954 and Search Result us-09- 

349-954a-5.rni. 

start 

Go Back to previous page 

GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 

OM nucleic - nucleic search, using sw model 

Run on: March 10, 2004, 17:11:11 ; Search time 76.5035 Seconds 

(without alignments) 
7203.150 Million cell updates/sec 

Title : US- 09 -349 -954 A- 5 

Perfect score: 993 

Sequence: 1 ccatgagccctctgctccgc gaaggaaaaaaaaaaaaaaa 9 93 

Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 682709 seqs, 277475446 residues 

Total number of hits satisfying chosen parameters: 1365418 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : Issued_Patents_NA: * 

1 : /cgn2_6/ptodata/2/ina/5A_C0MB. seq: * 

2 : /cgn2_6/ptodata/2/ina/5B_COMB. seq: * 

3 : /cgn2_6/ptodata/2/ina/6A_COMB. seq: * 

4 : /cgn2_6/ptodata/2/ina/6B_COMB. seq: * 

5 : /cgn2_6/ptodata/2/ ina/PCTUS_COMB .seq : * 

6 : /cgn2_6/ptodata/2/ ina/backf ilesl . seq : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
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1 


567 . 4 


57 


. 1 


570 


1 


US -08 - 469 - 427 A- 10 


Sequence 


10, 


Appl 


2 


567 . 4 


57 


. 1 


570 


2 


US -08-609- 44 3B-10 


Sequence 


10, 


Appl 


3 


567.4 


57 


. 1 


570 


2 


US -08 -569-063C-10 


Sequence 


10 , 


Appl 


4 


567.4 


57 


. 1 


570 


4 


US - 08-851-896-10 


Sequence 


10, 


Appl 


5 


46 9 


47 


. 2 


565 


1 


T TO AO A C C\ / n » ji 

US -08 -469-427A-4 


Sequence 


4 , 


Appli 


6 


46 9 


47 


. 2 


56 5 


2 


t TO AO C f\Cx A A ~i T~) A 

US -08 -609-443B-4 


Sequence 


4, 


Appli 


7 


46 9 


47 


. 2 


565 


2 


US - 08-569-06304 


Sequence 


4 , 


Appli 


8 


46 9 


47 


. 2 


565 


4 


TTfl AO O C 1 Qftf yi 

US -08-851-896-4 


Sequence 


4 , 


Appl i 


9 


442 


44 


. 5 


591 


1 


US -08-469 -42 7 A- 6 


Sequence 


6, 


Appli 


10 


442 


44 


. 5 


591 


2 


US-08-609-443B-6 


Sequence 


6, 


Appli 


11 


44 2 


44 


. 5 


591 


2 


US-08-569-063C-6 


Sequence 


6, 


Appli 


12 


442 


44 


. 5 


591 


4 


US -08 -851 -896 -6 


Sequence 


6 , 


Appl i 


13 


412 . 2 


41 


. 5 


886 


1 


US -08 -469 -427 A- 1 


Sequence 


1/ 


Appli 


14 


412.2 


41 


. 5 


886 


2 


US-08-609-443B-1 


Sequence 


1/ 


Appli 


15 


412.2 


41 


. 5 


886 


2 


US -08-569 -063C-1 


Sequence 


1, 


Appli 


16 


412.2 


4 1 


. 5 


886 


4 


tin p p n ^ o p i 

US -08-851-896-1 


Sequence 


1 , 


Appl i 


1 7 


408.8 


4 1 


. 2 


62 4 


2 


tip P O ^ P P A A *^ T*k 1 /* 

US -08-609-443B-14 


Sequence 


14 , 


Appl 


1 8 


408.8 


41 


. 2 


62 4 


2 


ttp p o r p p o pt ^ j* 

US -08 - 569-063C-14 


Sequence 


14 , 


Appl 


1 9 


408.8 


41 


. 2 


624 


4 


US-08-851-896-14 


Sequence 


14, 


Appl 


2 0 


33 8 


34 


. 0 


624 


2 


t TP p p p a a ~\ r\ i p 

US-08-609-443B-12 


Sequence 


12 , 


Appl 


2 1 


33 8 


34 


. 0 


624 


2 


US -08-569- 063C-12 


Sequence 


12, 


Appl 


22 


33 8 


34 


. 0 


624 


4 


US-08-851-896-12 


Sequence 


12, 


Appl 


23 


319.6 


32 


. 2 


405 


1 


US -08-469-427 A- 8 


Sequence 


8, 


Appli 


24 


319.6 


32 


. 2 


405 


2 


US-08-609-443B-8 


Sequence 


8, 


Appli 


2 5 


319.6 


32 


. 2 


405 


2 


US - 08-569- 063C-8 


Sequence 


8, 


Appli 


2 6 


319.6 


32 


. 2 


4 05 


4 


US -08 -851-896-8 


Sequence 


8 , 


Appl i 


2 7 


97.2 


9 


. 8 


605 


3 


US -08 -718 -904 -2 


Sequence 


2 , 


Appl i 


2 8 


97.2 


9 


. 8 


605 


4 


US -09 -449 -249 -2 


Sequence 


2 , 


Appli 


2 9 


97.2 


9 


. 8 


605 


5 


PCT-US9 5- 109 73 A- 26 


Sequence 


2 6 , 


Appl 


3 0 


96.8 


9 


. 7 


2 13 6 


4 


US -09 -587 - 184 - 1 


Sequence 


1 , 


Appl i 


3 1 


96 


9 


. 7 


576 


4 


US -09 -392 - 932 -8 


Sequence 


8, 


Appli 


3 2 


96 


9 


. 7 


576 


4 


TTP P P ^ *1 A n A n T\ f 

US -09 - 574-708A-5 


Sequence 


5, 


Appli 


3 3 


96 


9 


. 7 


576 


4 


ttp pp *ipp r\ o 1 p - 

US -09-3 92-931-5 


Sequence 


5, 


Appli 


34 


96 


9 


. 7 


599 


5 


PCT-US9 5- 109 73 A- 87 


Sequence 


87, 


Appl 


3 5 


96 


9 


. 7 


599 


5 


PCT-US9 5- 109 73 A- 89 


Sequence 


89, 


Appl 


3 6 


96 


9 


. 7 


989 


6 


5332671-11 


Patent No 


5332671 


3 7 


96 


9 


. 7 


990 


3 


US - 08 -567 -200 A- 1 


Sequence 


1, 


Appli 


3 8 


96 


9 


. 7 


990 


3 


US -08 -691 -794 - 1 


Sequence 


1, 


Appl i 


3 9 


96 


9 


. 7 


990 


4 


US-08 -882 -816 -1 


Sequence 


1, 


Appli 


40 


96 


9 


.7 


990 


4 


US-08-802 -052B-1 


Sequence 


1, 


Appli 


41 


96 


9 


.7 


1299 


5 


PCT-US95-10973A-58 


Sequence 


58, 


Appl 


42 


96 


9 


.7 


1809 


5 


PCT-US95-10973A-79 


Sequence 


79, 


Appl 


43 


96 


9 


.7 


3583 


4 


US-09-976-594-921 


Sequence 


921 


, App 


44 


94.4 


9 


.5 


498 


6 


5194596-20 


Patent No. 


5194596 


45 


94.4 


9 


.5 


498 


6 


5219739-21 


Patent No. 


5219739 



ALIGNMENTS 



RESULT 1 

US-08-469-427A-10 

; Sequence 10, Application US/08469427A 

; Patent No. 5607918 

; GENERAL INFORMATION: 

APPLICANT: Eriksson, Ulf 

APPLICANT: Olof sson, Birgitta 

APPLICANT: Alitalo, Kari 

APPLICANT: Pajusola, Katri 

TITLE OF INVENTION: VASCULAR ENDOTHELIAL GROWTH FACTOR-B AND 
TITLE OF INVENTION: DNA CODING THEREFOR 
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SCORE Search Results Details for Application 093 
and Search Result us-09-349-954a-5-rnpb, 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 09349954 and Search Result us-09-3< 

S.rnpb. 

start 

Go Back to 



GenCore version 5.1.6 
Copyright <c) 1993 - 2004 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 

Run on: March 10, 2004, 17:11:11 ; Search time 350.061 Seconds 

(without alignments) 
10374.835 Million cell updates/sec 

Title : US- 09 -349 -954A-5 

Perfect score: 993 

Sequence: 1 cca tgagccctctgctccgc gaaggaaaaaaaaaaaaaaa 993 

Scoring table: I DENT IT Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 2421054 seqs, 1828716029 residues 

Total number of hits satisfying chosen parameters: 4842108 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : Published_Applications_NA: * 

1 : /cgn2_6/ptodata/2/pubpna/US07_PUBCOMB. seq: * 

2 : /cgn2_6 /ptodata/2/pubpna/PCT_NEW_PUB . seq : * 

3 : /cgn2_6/ptodata/2/pubpna/US06_NEW_PUB. seq: * 

4 : /cgn2_6/ptodata/2/pubpna/US06_PUBCOMB. seq: * 

5 : /cgn2_6/ptodata/2/pubpna/US07_NEW_PUB. seq: * 

6 : /cgn2_6/ptodata/2/pubpna/PCTUS_PUBC0MB .seq: * 

7 : /cgn2_6/ptodata/2/pubpna/US08_NEW_PUB. seq: * 

8 : /cgn2_6/ptodata/2/pubpna/US08_PUBCOMB. seq: * 

9 : /cgn2_6/ptodata/2/pubpna/US09A_PUBCOMB .seq : * 
10: /cgn2_6/ptodata/2/pubpna/US09B_PUBCOMB. seq: * 
11: /cgn2_6/ptodata/2/pubpna/US09C_PUBCOMB. seq: * 
12 : /cgn2_6/ptodata/2 /pubpna/US09_NEW_PUB .seq : * 
13: /cgn2_6/ptodata/2/pubpna/US10A_PUBCOMB. seq: * 
14 : /cgn2_6/ptodata/2/pubpna/US10B_PUBC0MB. seq: * 
15: /cgn2_6/ptodata/2/pubpna/US10C_PUBCOMB. seq: * 
16 : /cgn2_6/ptodata/2/pubpna/US10_NEW_PUB .seq:* 
17 : /cgn2_6/ptodata/2 /pubpna/US60_NEW_PUB . seq : * 
1 8 : /cgn2_6/ptodata/2 /pubpna/US60__PUBCOMB . seq : * 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 



No . 


Score 


Match 


Length 


DB 


ID 


Description 


1 


993 


100 


.0 


993 


9 


US -09-349 -954A-5 


Sequence 5, Appli 


2 


993 


100 


.0 


993 


9 


US-09-907-007-5 


Sequence 5, Appli 


3 


987. 


. 8 


99 


.5 


1154 


15 


US -10 -264 -049-846 


Sequence 846, App 


4 


880, 


.4 


88 


.7 


1094 


9 


US -09-349 -954A-3 


Sequence 3, Appli 


5 


880, 


. 4 


88 


.7 


1094 


9 


US- 09 - 907 - 007-3 


Sequence 3, Appli 


6 


878, 


. 8 


88 


.5 


1181 


14 


US- 10 -136-819-10 


Sequence 10, Appl 


7 


713 


71 


.8 


858 


9 


US -09 -349 -954 A- 7 


Sequence 7, Appli 


8 


713 


71 


.8 


858 


9 


US-09-907 -007 -7 


Sequence 7, Appli 


9 


706. 


. 6 


71 


.2 


910 


9 


US -09-349 -954A-9 


Sequence 9, Appli 


10 


706. 


. 6 


71 


.2 


910 


9 


US-09-907 -007 -9 


Sequence 9, Appli 


11 


567. 


. 4 


57 


. 1 


570 


9 


US -09 -795 -006 A- 116 


Sequence 116, App 


12 


567. 


, 4 


57 


. 1 


570 


10 


US-09-961-756-10 


Sequence 10, Appl 


13 


565. 


. 4 


56 


.9 


567 


9 


US-09-912 -436-1 


Sequence 1, Appli 


14 


564. 


. 6 


56 


.9 


5614 


9 


US-09-912 -436 -7 


Sequence 7, Appli 


15 


556. 


. 6 


56 


.1 


5 614 


9 


TTrt ft ft ft ^ ft A *\ ft 

US -09 -912-436-8 


Sequence 8, Appli 


16 


542. 


. 4 


54 


.6 


565 


9 


US -09-244 -694-32 


Sequence 32, Appl 


17 


536. 


,2 


54 


.0 


755 


14 


US -10-262-538-21 


Sequence 21, Appl 


18 


536. 


.2 


54 


.0 


755 


14 


US -10 -007 -926 A- 466 


Sequence 46 6, App 


19 


536. 


.2 


54 


.0 


755 


15 


US-10-174 -128 -4 


Sequence 4, Appli 


20 


507. 


.8 


51 


.1 


566 


9 


US-09-244-694-142 


Sequence 142 , App 


2 1 


497, 


. 2 


50 


.1 


502 


9 


US -09-244 -694 -34 


Sequence 34, Appl 


22 


489, 


.8 


49 


.3 


493 


9 


US-09-244 -694 -35 


Sequence 3 5, Appl 


23 


471. 


. 6 


47 


.5 


53 1 


9 


US -09-244-6 94 -21 


Sequence 21, Appl 


24 


469 


47 


.2 


565 


10 


US- 09 -961 -756 -4 


Sequence 4, Appli 


25 


467. 


.4 


47 


.1 


469 


9 


US-09-244 -694 -39 


Sequence 3 9, Appl 


26 


461. 


. 8 


46 


.5 


490 


9 


US-09-244 -694 -37 


Sequence 3 7, Appl 


27 


453 . 


,2 


45 


.6 


553 


9 


US-09-244 -694 -27 


Sequence 27, Appl 


28 


442 


44 


.5 


591 


10 


US-09 -961 -756 -6 


Sequence 6, Appli 


29 


412. 


2 


41 , 


.5 


886 


10 


US-09-961 -756 -1 


Sequence 1, Appli 


30 


410. 


6 


41 . 


.3 


5695 


9 


US-09-912 -436-10 


Sequence 10, Appl 


3 1 


409. 


8 


41 , 


.3 


449 


10 


US-09 -918 -995 -13 9 04 


Sequence 13904, A 


32 


409 


41 , 


.2 


5458 


9 


US-09-912 -436 -11 


Sequence 11, Appl 


3 3 


408. 


8 


41 , 


.2 


62 4 


9 


T T ft ft ft ^ ft j| — \ j*" ft 

US -09-912-436-3 


Sequence 3, Appli 


34 


408. 


8 


41 , 


.2 


624 


10 


US-09-961-756-14 


Sequence 14, Appl 


35 


407 


41 , 


.0 


408 


9 


US-09-912-436-5 


Sequence 5, Appli 


36 


402 . 


6 


40 , 


.5 


5695 


9 


US-09-912 -436-9 


Sequence 9, Appli 


37 


401 


40 . 


.4 


5458 


9 


US-09-912-436-12 


Sequence 12, Appl 


38 


399 


40 . 


.2 


666 


9 


US-09-244 -694-1 


Sequence 1, Appli 


39 


398 


40 . 


.1 


663 


9 


US-09-244-694-19 


Sequence 19, Appl 


40 


392. 


8 


39 . 


.6 


1242 


9 


US-09-349-954A-16 


Sequence 16 , Appl 


41 


392. 


8 


39 . 


.6 


1242 


9 


US-09-907-007-16 


Sequence 16, Appl 


42 


384. 


8 


38 . 


-8 


523 


9 


US-09-244 -694 -29 


Sequence 29, Appl 


43 


338 


34 . 


.0 


624 


10 


US-09-961-756-12 


Sequence 12, Appl 


44 


323 . 


2 


32 . 


.5 


374 


9 


US-09-244-694-33 


Sequence 33, Appl 


45 


319. 


6 


32 . 


,2 


405 


10 


US-09-961-756-8 


Sequence 8, Appli 



ALIGNMENTS 



RESULT 1 

US-09-349-954A-5 
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SCORE Search Results Details for Application 09! 
Result us-09-349-954a-5-rnpir 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 09349954 and Search Result us-09-3< 
start 



GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 



Run on : 



March 10, 2004, 17:11:11 



Search time 3180.18 Seconds 

(without alignments) 

10986.756 Million cell updates/sec 



Title : 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



US-09-349-954A-5 
993 

1 ccatgagccctctgctccgc , 



. gaaggaaaaaaaaaaaaaaa 9 93 



I DENT IT Y_NUC 

Gapop 10.0 , Gapext 1 . 0 

37577330 seqs , 17593059518 residues 



Total number of hits satisfying chosen parameters: 



75154660 



Minimum DB seq length: 
Maximum DB seq length: 



2000000000 



Pos t - pro ce s s ing : 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 



Database 



Pending_Patent s_NA_Main : * 

1 : /cgn2_6/ptodata/2/pna/PCTUS_COMB . s 

2 : /cgn2_6/ptodata/2/pna/US06_C0MB. se 

3 : /cgn2_6/ptodata/2/pna/US07_COMB. se 

4 : /cgn2_6/ptodata/2/pna/US08 0_COMB.s 

5 : /cgn2_6/ptodata/2/pna/US081_COMB .s 

6 : / cgn2 _6 /p t o da t a / 2 / pna / US 0 8 2_COMB . s 

7 : /cgn2_6/ptodata/2/pna/US083_COMB.s 

8 : /cgn2_6/ptodata/2/pna/US084_COMB.s 

9 : /cgn2_6/ptodata/2/pna/US085_COMB.s 

10 : /cgn2_6/ptodata/2/pna/US086_COMB. 

11 : /cgn2_6/ptodata/2/pna/US087_COMB. 

12 : /cgn2_6/ptodata/2/pna/US088_COMB. 

13 : /cgn2_6/ptodata/2/pna/US089_COMB. 

14 : /cgn2_6/ptodata/2/pna/US090_COMB. 

15: /cgn2_6/ptodata/2/pna/US091_COMB. 

16: /cgn2_6/ptodata/2/pna/US092A_COMB 

17: /cgn2_6/ptodata/2/pna/US092B_COMB 

18: /cgn2_6/ptodata/2/pna/US0 93A__COMB 

19: /cgn2_6/ptodata/2/pna/US0 93B_COMB 

20: /cgn2_6/ptodata/2/pna/US0 94_COMB. 



eq : * 
q:* 
q: * 
eq : * 
eq : * 
eq : * 
eq : * 
eq:* 
eq : * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq : * 
seq : * 
seq:* 
seq: * 
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2 1 : /cgn2_6/ptodata/2 /pna/USO 95 A_COMB . seq : * 

2 2 : /cgn2_6/ptodat a/2 /pna/USO 95B_COMB . seq : * 

23 : /cgn2_6/ptodata/2 /pna/USO 95 C_COMB . seq : * 

2 4 : /cgn2_6/ptodat a/2 /pna/USO 95D_COMB . seq : * 

25 : /cgn2_6/ptodata/2 /pna/US096A_COMB . seq : * 

2 6 : /cgn2_6/ptodat a/2 /pna/USO 96B_COMB . seq : * 

2 7 : /cgn2_6/ptodata/2 /pna/USO 96 C_COMB . seq : * 

2 8 : /cgn2_6/ptodata/2 /pna/USO 96 D_COMB . seq : * 

2 9 : /cgn2_6/ptodata/2 /pna/USO 96 E_COMB . seq : * 

3 0 : /cgn2_6/ptodata/2 /pna/USO 97 A_COMB . seq : * 
3 1 : /cgn2_6/ptodata/2 /pna/USO 97 B_COMB . seq : * 
32 : /cgn2_6/ptodata/2 /pna/USO 97 C_COMB . seq : * 
33 : /cgn2_6/ptodat a/2 /pna/USO 98 A_COMB .seq:* 
34 : /cgn2_6/ptodata/2 /pna/USO 98B_C0MB .seq:* 
3 5 : /cgn2_6/ptodata/2 /pna/USO 98C_COMB . seq : * 
3 6 : /cgn2_6/ptodata/2 /pna/USO 98 D_COMB . seq : * 
3 7 : /cgn2_6/pt odat a/2 /pna/USO 99A_COMB . seq : * 
3 8 : /cgn2_6/ptodata/2 /pna/US099B_COMB . seq : * 

3 9 : /cgn2_6/ptodata/2 /pna/US099C_COMB . seq : * 
40: /cgn2_6/ptodata/2/pna/US099D_COMB .seq:* 
4 1 : /cgn2_6/ptodata/2 /pna/USO 99E_COMB . seq : * 
42 : /cgn2_6/ptodata/2/pna/US099F_COMB . seq: * 
43 : /cgn2_6/ptodata/2/pna/US100A_COMB . seq: * 
44 : /cgn2_6/ptodata/2/pna/US100B_COMB . seq: * 
45 : /cgn2_6/ptodata/2/pna/US101A_COMB .seq: * 
46: /cgn2_6/ptodata/2/pna/US101B_COMB .seq: * 
47 : /cgn2_6/ptodata/2 /pna/US102A_COMB . seq : * 

4 8 : /cgn2_6/ptodata/2 /pna/US102B_COMB . seq : * 

4 9 : /cgn2_6/ptodata/2 /pna/US103A_COMB . seq : * 

5 0 : /cgn2_6/ptodata/2 /pna/US103B_COMB . seq : * 
5 1 : /cgn2_6/ptodata/2 /pna/US104A_COMB . seq : * 
52 : /cgn2_6/ptodata/2 /pna/US104B_COMB . seq : * 
53 : /cgn2_6/ptodata/2/pna/US106_COMB. seq: * 
54 : /cgn2_6/ptodata/2 /pna/USl 07A_COMB . seq : * 
55 : /cgn2_6/ptodata/2/pna/US107B_COMB .seq:* 
5 6 : /cgn2_6/pt odat a/2 /pna/US6 00 0_COMB . seq : * 
5 7 : /cgn2_6/pt odat a/2 /pna/US6 00 l_COMB . seq : * 

5 8 : /cgn2_6/ptodata/2 /pna/US6 002_COMB .seq : * 
59: /cgn2_6/ptodata/2/pna/US6 003_COMB .seq:* 

6 0 : /cgn2_6/ptodata/2 /pna/US6 004_COMB . seq : * 
61: /cgn2_6/pt odata/2 /pna/US6 00 5_COMB .seq:* 
62 : /cgn2_6/ptodata/2/pna/US6 006_COMB . seq : * 
63 : /cgn2_6/ptodata/2/pna/US6 007_COMB .seq:* 
64 : /cgn2_6/ptodata/2/pna/US6 00 8_COMB .seq:* 
65: /cgn2_6/ptodata/2/pna/US6 009_COMB .seq: * 
6 6 : /cgn2_6/ptodata/2 /pna/US6 01 0_COMB . seq : * 
6 7 : /cgn2_6/pt odata/2 /pna/US6 01 l_COMB . seq : * 
6 8 : /cgn2_6/ptodata/2 /pna/US6 012_COMB .seq : * 

6 9 : /cgn2_6/ptodata/2 /pna/US6 013_COMB . seq : * 

7 0 : /cgn2_6/ptodata/2 /pna/US6 014_COMB . seq : * 
71 : /cgn2_6/ptodata/2 /pna/US6 015_COMB . seq : * 
7 2 : /cgn2_6/ptodata/2 /pna/US6 01 6_COMB .seq : * 
73: /cgn2_6/pt odata/2 /pna/US6 01 7_COMB .seq:* 
74 : /cgn2_6/ptodata/2/pna/US6 018_COMB .seq:* 
75 : /cgn2_6/ptodata/2 /pna/US6 019_COMB . seq : * 
7 6 : /cgn2_6/ptodata/2 /pna/US6 02 0_COMB . seq : * 
7 7 : /cgn2_6/pt odat a/2 /pna/US6 02 l_COMB . seq : * 
78: /cgn2_6/ptodata/2/pna/US6 022_COMB .seq : * 
79: /cgn2_6/ptodata/2/pna/US6 023A_COMB. seq: * 
80: /cgn2_6/ptodata/2/pna/US6023B_COMB. seq: * 
8 1 : /cgn2_6/ptodata/2 /pna/US6 02 4_COMB . seq : * 
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SCORE Search Results Details for Application 
09349954 and Search Result us-09-349-954a- 

S.rnpn. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 09349954 and Search Result us-09- 

349-954a-5.rnpn. 

start 

Go Back to previous pao 

GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title : 

Perfect score : 
Sequence : 

Scoring table: 



Searched: 



March 10, 2004, 17:11:11 ; Search time 99.6864 Seconds 

(without alignments) 
2670.873 Million cell updates/sec 

US-09-349-954A-5 
993 

1 ccatgagccctctgctccgc gaaggaaaaaaaaaaaaaaa 993 

I DENT ITY_NUC 

Gapop 10.0 , Gapext 1 . 0 

582743 seqs, 134063251 residues 



1165486 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Pos t- pro cess ing : Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : Pending_Patent s_NA_New: * 

1 : /cgn2_6 /ptodata/2/pna/PCT_NEW_C0MB . seq : * 

2 : /cgn2_6/ptodata/2/pna/US06_NEW_COMB. seq: * 

3 : /cgn2_6/ptodata/2/pna/US07_NEW_COMB. seq: * 

4 : /cgn2_6/ptodata/2/pna/US08_NEW_COMB. seq: * 

5 : /cgn2_6/ptodata/2/pna/US09_NEW_COMB. seq: * 

6 : /cgn2_6/ptodata/2/pna/US10_NEW_COMB. seq: * 

7 : /cgn2_6/ptodata/2/pna/US60_NEW_COMB. seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB ID 



Description 
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1 


993 


100 


. 0 


993 


6 


US -10 -220 


-324A-3 


Sequence 


3, Appli 




2 


880.4 


88 


.7 


1094 


6 


US-10-220 


-324A-1 


Sequence 


1, Appli 




3 


511 


51 


.5 


585 


6 


US-10-204 


-070A-3 


Sequence 


3, Appli 




4 


96 


9 


. 7 


498 


6 


US-10-765 


-580-10 


Sequence 


10, Appl 




5 


96 


9 


. 7 


576 


1 


PCT-US04 - 


02974-33 


Sequence 


33, Appl 




6 


96 


9 


. 7 


576 


6 


US-10-770 


-668 -33 


Sequence 


33, Appl 




7 


96 


9 


. 7 


1507 


6 


US-10-765 


-580-11 


Sequence 


11, Appl 




8 


96 


9 


. 7 


4425 


1 


PCT-US0 4 - 


05372-13 


Sequence 


13, Appl 




9 


94 . 4 


9 


.5 


3166 


6 


US-10-775 


-169 -244 


Sequence 


2 44, App 




10 


92.2 


9 


.3 


438 


1 


PCT-IL0 3 - 


01085-1 


Sequence 


1, Appli 




11 


92 . 2 


9 


.3 


444 


5 


US-09-575 


-199C-1 


Sequence 


1, Appli 




12 


92 . 2 


9 


.3 


54 1 


1 


PCT-US04 - 


02188-59 


Sequence 


5 9 , Appl 




13 


92 . 2 


9 


.3 


541 


6 


US-10-764 


-425 -59 


Sequence 


5 9, Appl 




14 


79.4 


8 


. 0 


438 


1 


PCT-IL03- 


01085-2 


Sequence 


2, Appli 




15 


45.8 


4 


.6 


707 


6 


US-10-767 


-701 -4413 


Sequence 


4 413, Ap 


c 


16 


42.6 


4 


.3 


1220 


6 


US-10-767 


-701-13830 


Sequence 


13830, A 




17 


42.4 


4 


.3 


4139 


6 


US-10-775 


-920-80 


Sequence 


80, Appl 




18 


42 . 4 


4 


.3 


4139 


6 


US-10-775 


-920-85 


Sequence 


85, Appl 




19 


42 . 2 


4 


2 


967 


6 


US-10-767 


-701-6430 


Sequence 


6430, Ap 




20 


41.8 


4 


2 


592 


6 


US-10-632 


-150-31 


Sequence 


31, Appl 




21 


41.8 


4 


2 


1721 


6 


US-10-775 


-920-88 


Sequence 


88, Appl 




22 


41.8 


4 


2 


2238 


6 


US-10-775 


-920-87 


Sequence 


87, Appl 




23 


41 


4 


1 


453 


6 


US-10-767 


-701 -26919 


Sequence 


26919, A 


c 


24 


41 


4 


1 


1424 


6 


US-10-778 


-859 -75 


Sequence 


75, Appl 




25 


41 


4 


1 


1428 


6 


US-10-778 


-859-20 


Sequence 


20, Appl 




26 


41 


4 


1 


1799 


6 


US-10-778 


-859-19 


Sequence 


19, Appl 




27 


41 


4 


1 


1804 


6 


US-10-775 


-920-84 


Sequence 


84, Appl 




28 


41 


4 


1 


8181 


6 


US-10-778 


-859-18 


Sequence 


18, Appl 


c 


29 


40.6 


4 


1 


1355 


6 


US-10-045 


-674A-593 


Sequence 


593, App 


c 


30 


40.4 


4 


1 


636 


6 


US-10-767 


-701 -24914 


Sequence 


24914, A 


c 


31 


39.8 


4 


0 


918 


6 


US-10-767 


-701-15319 


Sequence 


15319, A 


c 


32 


39.8 


4 


0 


965 


6 


US-10-767 


-701-15468 


Sequence 


15468, A 




33 


39.4 


4 


0 


1347 


6 


US-10-767 


-701-11203 


Sequence 


11203, A 


c 


34 


39.2 


3 


9 


1588 


6 


US-10-767 


-701-14522 


Sequence 


14522, A 




35 


38.6 


3 . 


9 


797 


6 


US-10-767 


-701 -4259 


Sequence 


4 259, Ap 




36 


38.6 


3 . 


9 


3480 


5 


US-09-980 


-437A-1 


Sequence 


1 , App 1 i 


c 


37 


38.4 


3 . 


9 


2269 


5 


US-09-860 


-298B-1 


Sequence 


1 , App 1 i 


c 


38 


38.4 


3 . 


9 


473 9 


6 


US-10-770 


-726 -2 


Sequence 


2 , Appl i 




3 9 


38.2 


3 . 


8 


78568 


6 


US-10-767 


-471-10897 


Sequence 


10897, A 




40 


38 


3 . 


8 


604 


6 


US-10-767 


-701-7783 


Sequence 


7783, Ap 




41 


38 


3 . 


8 


659 


6 


US-10-767 


-701-4135 


Sequence 


413 5, Ap 




42 


38 


3 . 


8 


3917 


6 


US-10-775 


-920-127 


Sequence 


127, App 


c 


43 


37.8 


3 . 


8 


965 


1 


PCT-US04 - 


05654-2095 


Sequence 


2095, Ap 




44 


37.8 


3 . 


8 


2571 


5 


US-09-999 


-183A-4 


Sequence 


4 , App 1 i 




45 


37.8 


3 . 


8 


3286 


6 


US-10-767 


-471-162 


Sequence 


162, App 



ALIGNMENTS 



RESULT 1 

US-10-220-324A-3 

; Sequence 3, Application US/10220324A 
; GENERAL INFORMATION: 

; APPLICANT: The Council of the Queensland Institute of Medical Research 

TITLE OF INVENTION: A method of treatment and prophylaxis 
; FILE REFERENCE: 23 86 004/EJH 

; CURRENT APPLICATION NUMBER: US/1 0/2 20 , 3 24A 
; CURRENT FILING DATE: 20 03-06-09 

PRIOR APPLICATION NUMBER: International 
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SCORE Search Results Details for Application 
09349954 and Search Result us-09-349-954a- 
7.rnL 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 09349954 and Search Result us-09- 
349-954a-7.rni. 

start 

Go Back to previous page 

GenCore version 5.1.6 
Copyright (c) 1993 - 20 04 Compugen Ltd. 



0M nucleic - nucleic search, using sw model 



Run on: March 10, 2004, 17:11:11 ; Search time 66.1027 Seconds 

(without alignments) 
7203.150 Million cell updates/sec 

Title: US- 09 -349 -954 A- 7 

Perfect score: 858 

Sequence: 1 ccatgagccctctgctccgc gaaggaaaaaaaaaaaaaaa 858 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 682709 seqs, 277475446 residues 

Total number of hits satisfying chosen parameters: 1365418 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing: Minimum Match 0% 

Maximum Match 10 0% 
Listing first 45 summaries 



Database : Issued_Patents_NA: * 

1 : /cgn2_6/ptodata/2/ina/5A_C0MB. seq: * 

2 : /cgn2_6/ptodata/2/ina/5B_C0MB. seq: * 

3 : /cgn2_6/ptodata/2/ina/6A_C0MB. seq: * 

4 : /cgn2_6/ptodata/2/ina/6B_C0MB. seq: * 

5 : /cgn2_6/ptodata/2/ina/PCTUS_COMB . seq : * 

6 : /cgn2_6/ptodata/2/ina/backf ilesl . seq : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed,, 
and is derived by analysis of the total score distribution. 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
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1 


411 


2 


47 


.9 


570 


1 


US-08-469 


-427A-10 


Sequence 


10, 


Appl 


2 


411 


2 


47 


.9 


570 


2 


US-08-609 


-443B-10 


Sequence 


10, 


Appl 


3 


411 


2 


47 


.9 


570 


2 


US-08-569 


-063C-10 


Sequence 


10, 


Appl 


4 


411 


2 


47 


.9 


570 


4 


US-08-851 


-896-10 


Sequence 


10, 


Appl 


5 


409 


4 


47 


.7 


624 


2 


US-08-609 


-443B-14 


Sequence 


14 , 


Appl 


6 


409 


4 


47 


. 7 


624 


2 


US-08-569 


-063C-14 


Sequence 


14 , 


Appl 


7 


409 


4 


47 


. 7 


624 


4 


US-08-851 


-896 -14 


Sequence 


14, 


Appl 


8 


339 


39 


.5 


624 


2 


US-08-609 


-443B-12 


Sequence 


12 , 


Appl 


9 


339 


39 


.5 


624 


2 


US-08-569 


-063C-12 


Sequence 


12, 


Appl 


10 


339 


39 


.5 


624 


4 


US-08-851 


-896 -12 


Sequence 


12, 


Appl 


11 


338 


4 


39 


.4 


565 


1 


US-08-469 


-427A-4 


Sequence 


4, 


Appli 


12 


338 


4 


39 


.4 


565 


2 


US-08-609 


-443B-4 


Sequence 


4, 


Appli 


13 


338 


4 


39 


.4 


565 


2 


US-08-569 


-063C-4 


Sequence 


4, 


Appli 


14 


338 


4 


39 


.4 


565 


4 


US-08-851 


-896 -4 


Sequence 


4 , 


Appli 


15 


319 


6 


37 


.2 


405 


1 


US-08-469 


-427A-8 


Sequence 


8, 


Appli 


16 


319 


6 


37 


.2 


405 


2 


US-08-609 


-443B-8 


Sequence 


8, 


Appli 


17 


319 


6 


37 


. 2 


405 


2 


US-08-569 


-063C-8 


Sequence 


8, 


Appli 


18 


319 


6 


37 


. 2 


405 


4 


US-08-851 


-896 -8 


Sequence 


8, 


Appli 


19 


311 


4 


36 


.3 


591 


1 


US-08-469 


-427A-6 


Sequence 


6, 


Appli 


20 


311 


4 


36 


.3 


591 


2 


US-08-609 


-443B-6 


Sequence 


6 , 


Appli 


21 


311 


4 


36 


.3 


591 


2 


US-08-569 


-063C-6 


Sequence 


6, 


Appli 


22 


311 


4 


36 


.3 


591 


4 


US-08-851 


-896 -6 


Sequence 


6 , 


Appli 


23 


253 


29 


.5 


886 


1 


US-08-469 


-427A-1 


Sequence 


1 , 


Appli 


24 


253 


29 


.5 


886 


2 


US-08-609 


-443B-1 


Sequence 


1, 


Appli 


25 


253 


29 


.5 


886 


2 


US-08-569 


-063C-1 


Sequence 


1, 


Appli 


26 


253 


29 


.5 


886 


4 


US-08-851 


-896 -1 


Sequence 


1, 


Appli 


27 


92 


2 


10 


.7 


444 


4 


US-09-392 


-932 -6 


Sequence 


6, 


Appli 


28 


92 


2 


10 


.7 


444 


4 


US-09-574 


-708A-1 


Sequence 


1, 


Appli 


29 


92 


2 


10 


.7 


444 


4 


US-09-392 


-931-1 


Sequence 


If 


Appli 


30 


92 


2 


10 


.7 


456 


5 


PCT-US9 5- 


10973A-88 


Sequence 


88, 


Appl 


31 


92 


2 


10 


.7 


467 


5 


PCT-US9 5 - 


10973A-86 


Sequence 


86 , 


Appl 


32 


92 


2 


10 


.7 


473 


3 


US-08-718 


-904-1 


Sequence 


1, 


Appli 


33 


92 


2 


10 


.7 


473 


4 


US-09-449 


-249-1 


Sequence 


1, 


Appli 


34 


92 


2 


10 


.7 


473 


5 


PCT-US9 5- 


10973A-25 


Sequence 


25, 


Appl 


35 


92 


2 


10 


.7 


495 


4 


US-09-244 


-583 -25 


Sequence 


25, 


Appl 


36 


92 


2 


10 


. 7 


495 


4 


US-09-037 


-983C-14 


Sequence 


14, 


Appl 


37 


92 


2 


10 


.7 


498 


6 


5194596-20 


Patent No 


5194596 


38 


92 


2 


10 


.7 


516 


3 


US-08-784 


-551C-1 


Sequence 


1, 


Appli 


39 


92 


2 


10 


.7 


516 


4 


US-09-392 


-932-7 


Sequence 


7, 


Appli 


40 


92 


2 


10 


.7 


516 


4 


US-09-574 


-708A-3 


Sequence 


3, 


Appli 


41 


92 


2 


10 


.7 


516 


4 


US-09-037 


-983C-1 


Sequence 


1, 


Appli 


42 


92 


2 


10 


.7 


516 


4 


US-09-428 


-909A-1 


Sequence 


1, 


Appli 


43 


92 


2 


10 


.7 


516 


4 


US-09-392 


-931-3 


Sequence 


3, 


Appli 


44 


92 


2 


10 


.7 


545 


4 


US-09-244 


-583 -1 


Sequence 


1, 


Appl i 


45 


92 


2 


10 


.7 


576 


4 


US-09-392 


-932-8 


Sequence 


8, 


Appl i 



ALIGNMENTS 



RESULT 1 

US-08-469-427A-10 

; Sequence 10, Application US/08469427A 

; Patent No. 5607918 

; GENERAL INFORMATION: 

APPLICANT: Eriksson, Ul f 

APPLICANT: Olofsson, Birgitta 

APPLICANT: Alitalo, Kari 

APPLICANT: Pajusola, Katri 

TITLE OF INVENTION: VASCULAR ENDOTHELIAL GROWTH FACTOR-B AND 
TITLE OF INVENTION: DNA CODING THEREFOR 
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SCORE Search Results Details for Application 093 
and Search Result us-09-349-954a-7.rnpb. 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 09349954 and Search Result us-09-3< 

7.rnpb. 

start 

Go Back to 



GenCore version 5.1.6 
Copyright (c) 1993 - 20 04 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: March 10, 2004, 17:11:11 ; Search time 302.47 Seconds 

(without alignments) 
10374.835 Million cell updates/sec 

Title : US- 09 -349 -954 A- 7 

Perfect score: 858 

Sequence: 1 ccatgagccctctgctccgc gaaggaaaaaaaaaaaaaaa 858 

Scoring table: I DENT IT Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 2421054 seqs, 1828716029 residues 

Total number of hits satisfying chosen parameters: 4842108 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 10 0% 
Listing first 45 summaries 



Database : Publ ished_Appl ications_NA : * 

1 : /cgn2_6/ptodata/2/pubpna/US07_PUBCOMB. seq: * 

2 : /cgn2_6/ptodata/2/pubpna/PCT_NEW_PUB.seq:* 

3 : /cgn2_6/ptodata/2/pubpna/US06_NEW_PUB. seq: * 

4 : /cgn2_6/ptodata/2/pubpna/US06_PUBCOMB. seq: * 

5 : /cgn2_6/ptodata/2/pubpna/US07_NEW_PUB. seq: * 

6 : /cgn2_6 /ptodata/2/pubpna/PCTUS_PUBCOMB . seq : * 

7 : /cgn2_6/ptodata/2/pubpna/US08_NEW_PUB. seq: * 

8 : /cgn2_6/ptodata/2/pubpna/US08_PUBCOMB. seq: * 

9 : /cgn2_6/ptodata/2/pubpna/US09A_PUBCOMB .seq: * 

10: /cgn2_6/ptodata/2/pubpna/US09B_PUBCOMB. seq: * 

11: /cgn2_6/ptodata/2/pubpna/US09C_PUBCOMB. seq: * 

12 : /cgn2_6/ptodata/2 /pubpna/US09_NEW_PUB . seq : * 

13: /cgn2_6/ptodata/2/pubpna/US10A_PUBCOMB. seq: * 

14: /cgn2_6/ptodata/2/pubpna/US10B_PUBC0MB. seq: * 

15: /cgn2_6/ptodata/2/pubpna/US10C_PUBC0MB. seq: * 

1 6 : /cgn2_6/ptodata/2 /pubpna/US10__NEW_PUB .seq : * 

17 : /cgn2_6/ptodata/2 /pubpna/US60_NEW_PUB . seq : * 

18 : /cgn2_6/ptodata/2 /pubpna/US60_PUBCOMB . seq : * 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 



Mo . 


Score 


Match 


Length 


DB 


ID 


Description 


1 


858 


100 , 


.0 


858 


9 


US -09 -349 -954 A- 7 


Sequence 7 , Appli 


2 


858 


100 , 


.0 


858 


9 


US-09 -907 -007 -7 


Sequence 7, Appli 


3 


713 


83 , 


.1 


993 


9 


US-09-349 -954A-5 


Sequence 5, Appli 


4 


713 


83 , 


.1 


993 


9 


US-09-907 -007 -5 


Sequence 5, Appli 


5 


707 . 


8 


82 . 


.5 


1154 


15 


US- 10 -264 -049-846 


Sequence 846, App 


6 


610. 


4 


71 , 


. 1 


1094 


9 


US-09-349 -954A-3 


Sequence 3, Appli 


7 


610 . 


4 


71 , 


.1 


1094 


9 


US-09-907 -007 -3 


Sequence 3, Appli 


8 


608 . 


8 


71 . 


.0 


1181 


14 


US-10-136 -819 -10 


Sequence 10, Appl 


9 


447. 


4 


52 . 


,1 


910 


9 


US-09-349-954A-9 


Sequence 9, Appli 


10 


447. 


4 


52 . 


.1 


910 


9 


US-09-907-007-9 


Sequence 9, Appli 


11 


440. 


4 


51 . 


.3 


565 


9 


US-09-244 -694 -32 


Sequence 32, Appl 


12 


438. 


4 


51 . 


, 1 


469 


9 


US-09-244 -694 -39 


Sequence 3 9, Appl 


13 


435. 


8 


50 . 


,8 


493 


9 


US-09-244 -694 -35 


Sequence 35, Appl 


14 


435. 


8 


50 . 


,8 


502 


9 


US-09-244 -694 -34 


Sequence 34, Appl 


15 


421. 


6 


49 . 


,i 


566 


9 


US-09-244 -694 -142 


Sequence 142, App 


16 


415. 


6 


48 . 


,4 


490 


9 


US-09-244 -694 -37 


Sequence 37, Appl 


17 


411. 


4 


47 . 


,9 


755 


14 


US-10-262 -538-21 


Sequence 2 1 , Appl 


18 


411. 


4 


47 . 


,9 


755 


14 


US- 10 -007 -926 A- 466 


Sequence 46 6, App 


19 


411. 


4 


47 . 


,9 


755 


15 


US-10-174 -128 -4 


Sequence 4, Appli 


20 


411. 


4 


47 . 


,9 


5695 


9 


US-09-912 -436 -10 


Sequence 10, Appl 


21 


411. 


2 


47 . 


,9 


570 


9 


US -09 -795 -006 A- 116 


S eque nc e 116, App 


22 


411. 


2 


47 . 


9 


570 


10 


US-09-961-756-10 


Sequence 1 0 , Appl 


23 


411. 


2 


47 . 


,9 


5614 


9 


US-09-912 -436 -7 


Sequence 7, Appli 


24 


409. 


4 


47 . 


7 


624 


9 


US-09-912 -436 -3 


Sequence 3, Appli 


25 


409. 


4 


47 . 


7 


624 


10 


US-09-961-756-14 


Sequence 14 , Appl 


26 


409. 


2 


47 . 


7 


567 


9 


US-09-912 -436 -1 


Sequence 1, Appli 


27 


409 


47 . 


7 


5458 


9 


US-09-912 -436 -11 


Sequence 11, Appl 


28 


407 


47 . 


4 


408 


9 


US-09-912 -436 -5 


Sequence 5, Appli 


29 


403. 


4 


47 . 


0 


5695 


9 


US-09-912 -436-9 


Sequence 9, Appli 


30 


403. 


2 


47 . 


0 


5614 


9 


US-09-912 -436 -8 


Sequence 8, Appli 


31 


401 


46 . 


7 


5458 


9 


US-09-912 -436-12 


Sequence 12, Appl 


32 


359. 


8 


41 . 


9 


663 


9 


US-09-244 -694 -19 


Sequence 19, Appl 


33 


359. 


8 


41 . 


9 


666 


9 


US-09-244 -694 -1 


Sequence 1, Appli 


34 


357. 


4 


41 . 


7 


449 


10 


US-09-918-995-13904 


Sequence 13904, A 


35 


339 


39 . 


5 


624 


10 


US-09-961-756-12 


Sequence 12 , Appl 


36 


338. 


4 


39 . 


4 


565 


10 


US-09-961-756-4 


Sequence 4 , Appli 


37 


334. 


6 


39 . 


0 


1242 


9 


US-09-349-954A-16 


Sequence 16, Appl 


38 


334. 


6 


39 . 


0 


1242 


9 


US-09-907-007-16 


Sequence 16, Appl 


39 


333. 


2 


38 . 


8 


553 


9 


US-09-244 -694 -27 


Sequence 27, Appl 


40 


319. 


6 


37 . 


2 


405 


10 


US-09-961-756-8 


Sequence 8, Appli 


41 


311. 


4 


36 . 


3 


591 


10 


US-09-961-756-6 


Sequence 6, Appli 


42 


285. 


6 


33 . 


3 


389 


9 


US-09-244 -694 -139 


Sequence 139, App 


43 


280. 


8 


32 . 


7 


531 


9 


US-09-244 -694 -21 


Sequence 21, Appl 


44 


275. 


8 


32 . 


1 


523 


9 


US-09-244-694 -29 


Sequence 2 9, Appl 


45 


253 


29 . 


5 


886 


10 


US-09-961-756-1 


Sequence 1, Appli 



ALIGNMENTS 



RESULT 1 

US-09-349-954A-7 
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SCORE Search Results Details for Application 
09349954 and Search Result us-09-349-954a- 
7.rnpm. 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 09349954 and Search Result us-09- 

349-954a-7.rnpm. 

start 

Go Back to previous page 

GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: March 10, 2004, 17:11:11 ; Search time 2747.83 Seconds 

(without alignments) 
10986.756 Million cell updates/sec 

Title : US-09-349-954A-7 
Perfect score: 858 

Sequence: 1 ccatgagccctctgctccgc gaaggaaaaaaaaaaaaaaa 858 

Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 37577330 seqs, 17593059518 residues 

Total number of hits satisfying chosen parameters: 75154660 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : Pending_Patent s_NA_Main : * 

1 : /cgn2_6/ptodata/2/pna/PCTUS_COMB . seq : * 

2 : /cgn2_6/ptodata/2/pna/US06_C0MB. seq: * 

3 : /cgn2_6/ptodata/2/pna/US07_COMB. seq: * 

4 : /cgn2_6/ptodata/2/pna/US080_COMB . seq: * 

5 : /cgn2_6/ptodata/2/pna/US081_COMB . seq: * 

6 : /cgn2_6/ptodata/2/pna/US082_COMB . seq : * 

7 : /cgn2_6/ptodata/2/pna/US083_COMB . seq : * 

8 : /cgn2_6/ptodata/2/pna/US084_COMB .seq: * 

9 : /cgn2_6/ptodata/2/pna/US085_COMB . seq : * 
10: /cgn2_6/ptodata/2/pna/US086_COMB. seq: * 
11: /cgn2_6/ptodata/2/pna/US087_COMB. seq: * 

12 : /cgn2_6/ptodata/2/pna/US088__C0MB. seq: * 

13 : /cgn2_6/ptodata/2/pna/US089__COMB. seq: * 
14 : /cgn2_6/ptodata/2/pna/US090_C0MB. seq: * 
15: /cgn2_6/ptodata/2/pna/US091__C0MB. seq: * 
16 : /cgn2_6/ptodata/2/pna/US0 92A__COMB . seq : * 
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17 


: /cgn2_ 


_6/ptodata/2 


18 


: /cgn2_ 


_6/ptodata/2 


19 


: /cgn2_ 


_6/ptodata/2 


2 0 


: /cgn2_ 


_6/ptodata/2 


2 1 


: /cgn2_ 


_6/ptodata/2 


22 


: /cgn2_ 


_6/ptodata/2 


23 


: /cgn2_ 


_6/ptodata/2 


24 


: /cgn2_ 


_6/ptodata/2 


25 


: /cgn2_ 


_6/ptodata/2 


26 


: /cgn2_ 


_6/ptodata/2 


27 


: /cgn2_ 


_6/ptodata/2 


28 


: /cgn2_ 


_6/ptodata/2 


29 


: /cgn2_ 


_6/ptodata/2 


3 0 


: /cgn2_ 


_6/ptodata/2 


3 1 


: /cgn2_ 


_6/ptodata/2 


3 2 


: /cgn2_ 


_6/ptodata/2 


33 


: /cgn2_ 


_6/ptodata/2 


34 


: /cgn2_ 


_6/ptodata/2 


35 


: /cgn2_ 


_6/ptodata/2 


36 


: /cgn2_ 


_6/ptodata/2 


3 7 


: /cgn2_ 


_6/ptodata/2 


3 8 


: /cgn2_ 


_6/ptodata/2 


39 


: /cgn2_ 


_6/ptodata/2 


40 


/cgn2_ 


_6/ptodata/2 


4 1 


/cgn2_ 


_6/ptodata/2 


42 


/cgn2_ 


_6/ptodata/2 


43 


/cgn2_ 


_6/ptodata/2 


44 


/cgn2_ 


_6/ptodata/2 


45 


/cgn2_ 


_6/ptodata/2 


46 


/cgn2_ 


6 /ptodata/2 


4 7 


/cgn2_ 


_6/ptodata/2 


4 8 


/cgn2_ 


_6/ptodata/2 


4 9 


/cgn2_ 


_6/ptodata/2 


50 


/cgn2_ 


_6/ptodata/2 


51 


/cgn2_ 


_6/ptodata/2 


52 


/cgn2_ 


_6/ptodata/2 


53 


/cgn2_ 


_6/ptodata/2 


54 


/cgn2_ 


_6/ptodata/2 


55 


/cgn2_ 


_6/ptodata/2 


56 


/cgn2_ 


_6/ptodata/2 


57 


/cgn2_ 


_6/ptodata/2 


58 


/cgn2_ 


_6/ptodata/2 


59 


/cgn2_ 


_6/ptodata/2 


60 


/cgn2_ 


_6/ptodata/2 


61 


/cgn2_ 


_6/pt odata/2 


62 


/cgn2_ 


_6/ptodata/2 


63 


/cgn2_ 


6/ptodata/2 


64 


/cgn2_ 


_6/ptodata/2 


65 


/cgn2_ 


6/ptodata/2 


66 


/cgn2_ 


_6/ptodata/2 


67 


/cgn2_ 


_6/ptodata/2 


68 


/cgn2_ 


_6/ptodata/2 


69 


/cgn2_ 


_6/ptodata/2 


7 0 : 


/cgn2_ 


_6/ptodata/2 


7 1 : 


/cgn2_ 


6/ptodata/2 


72 : 


/cgn2_ 


_6/ptoaata/ 2 


73 : 


/cgn2_ 


_6/ptbdata/2 


74 : 


/cgn2_ 


6/ptodata/2 


75 : 


/cgn2_ 


6/ptodata/2 


76: 


/cgn2_ 


6/ptodata/2 


77: 


/cgn2_ 


6/ptodata/2 



/pna /USO 92 B_COMB . s eq : * 
/pna/US093A__COMB . seq : * 
/pna/US093B__COMB . seq : * 
/pna/US094_COMB. seq: * 
/pna/US095A__COMB . seq : * 
/pna/US095B_COMB . seq : * 
/pna/US095C_COMB . seq : * 
/pna/US095D_COMB . seq : * 
/pna/USO 96 A_COMB . seq : * 
/pna/US0 96B_COMB . seq : * 
/pna/US096C_COMB .seq : * 
/pna/US096D_COMB .seq : * 
/pna/USO 96E_COMB .seq : * 
/pna/US097A_COMB . seq : * 
/pna/US097B_COMB . seq : * 
/pna /USO 97 C_COMB . s eq : * 
/pna /USO 98A_COMB . seq : * 
/pna/US0 98B_COMB . seq : * 
/pna/US0 98C_COMB . seq : * 
/pna/US098D_COMB . seq : * 
/pna/US099A_COMB .seq : * 
/pna/USO 99B_COMB .seq : * 
/pna/USO 99C_COMB .seq : * 
/pna/USO 99D_COMB .seq : * 
/pna/US099E_COMB . seq : * 
/pna /USO 9 9 F_COMB . s eq : * 
/pna/USl 00A_COMB . seq : * 
/pna/US100B_COMB . seq : * 
/pna/USl 01 A_COMB . seq : * 
/pna/USl 01 B_COMB .seq: * 
/pna/US102A_COMB . seq : * 
/pna/USl 02 B_COMB . seq : * 
/pna/US103 A_COMB . seq : * 
/pna/USl 03 B_COMB . seq : * 
/pna/USl 04 A_COMB . seq : * 
/pna/US104B_COMB . seq : * 
/pna/USl 06_COMB. seq: * 
/pna/USl 07 A_COMB .seq:* 
/pna/USl 07B_COMB . seq : * 
/pna/US6 000_COMB .seq:* 
/pna /US6 00 l_COMB . s eq : * 
/pna /US6 0 0 2_COMB . s eq : * 
/pna/US6 003_COMB . seq : * 
/pna/US6 004_COMB . seq : * 
/pna/US6 005_COMB . seq : * 
/pna/US6 006_COMB . seq : * 
/pna/US6 007_COMB . seq : * 
/pna/US6 00 8_COMB . seq : * 
/pna/US6 009_COMB .seq:* 
/pna/US6 01 0_COMB . seq : * 
/pna/US6 01 l_COMB . seq : * 
/pna/US6 012_COMB .seq:* 
/pna /US6 0 1 3_COMB . s eq : * 
/pna /US6 0 1 4_COMB . s eq : * 
/pna/US6 015_COMB . seq : * 
/pna/US6 016_COMB . seq : * 
/pna/US6 01 7__COMB . seq : * 
/pna /US6 0 1 8_COMB .seq:* 
/pna/US6 01 9__COMB . seq : * 
/pna/US6 02 0_COMB . seq : * 
/pna/US6 02 l_COMB . seq : * 



http://es/ScoreAccessWeb/GetItem.action?AppId=09349954&seqIdM24602&Item^ 6/20/06 



SCORE Search Results Details for Application 09349954 and Search Result us-09-349-9... Page 1 of 16 



SCORE Search Results Details for Application 
09349954 and Search Result us-09-349-954a- 

7.rnpn. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 09349954 and Search Result us-09- 

349-954a-7.rnpn. 

start 

Go Back to previous pag 

GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 
Run on : 



March 10, 2004, 17:11:11 ; Search time 86.1339 Seconds 

(without alignments) 
2670.873 Million cell updates/sec 



US-09-349-954A-7 
Perfect score: 858 

1 ccatgagccctctgctccgc gaaggaaaaaaaaaaaaaaa 858 



Title : 
Perfect 
Sequence : 

Scoring table; 
Searched: 



I DENT IT Y_NUC 

Gapop 10.0 , Gapext 1.0 

582743 seqs, 134063251 residues 



1165486 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing : Minimum Match 0% 

Maximum Match 10 0% 
Listing first 45 summaries 

Database : Pending_Patent s_NA_New: * 

1 : / cgn2 _6 /p toda t a / 2 / pna/ PCT_NE W_COMB . s eq : * 

2 : /cgn2_6/ptodata/2/pna/US06_NEW_COMB. seq: * 

3 : /cgn2_6/ptodata/2/pna/US07_NEW_COMB. seq: * 

4 : /cgn2_6/ptodata/2/pna/US08_NEW_COMB. seq: * 

5 : /cgn2_6/ptodata/2/pna/US09_NEW_C0MB. seq: * 

6 : /cgn2_6/ptodata/2/pna/US10_NEW_COMB. seq: * 

7 : /cgn2_6/ptodata/2/pna/US60_NEW_COMB. seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB ID 



Description 
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1 


713 


83 


. 1 


993 


6 


US-10-220-324A-3 


Sequence 


3, Appli 


2 


610 


. 4 


71 


. 1 


1094 


6 


US-10-220-324A-1 


Sequence 


1, Appli 


3 


354 


. 8 


41 


.4 


585 


6 


US-10-204 -070A-3 


Sequence 


3, Appli 


4 


92 


. 2 


10 


.7 


438 


1 


PCT-IL03-01085-1 


Sequence 


1, Appli 


5 


92 


. 2 


10 


.7 


444 


5 


US-09-575 -199C-1 


Sequence 


1, Appli 


6 


92 


. 2 


10 


.7 


498 


6 


US-10-765-580-10 


Sequence 


10, Appl 


7 


92 


. 2 


10 


.7 


541 


1 


PCT-US04-02188-59 


Sequence 


59, Appl 


8 


92 


. 2 


10 


.7 


541 


6 


US-10-764 -425-59 


Sequence 


5 9, Appl 


9 


92 


. 2 


10 


.7 


576 


1 


PCT-US04-02974-33 


Sequence 


33, Appl 


10 


92 


. 2 


10 


.7 


576 


6 


US-10-770-668-33 


Sequence 


33, Appl 


11 


92 


. 2 


10 


.7 


1507 


6 


US-10-765-580-11 


Sequence 


11, Appl 


12 


92 


.2 


10 


.7 


4425 


1 


PCT-US04-053 72-13 


Sequence 


13 , Appl 


13 


90 


. 6 


10 


.6 


3166 


6 


US-10-775-169-244 


Sequence 


244, App 


14 


79 


. 4 


9 


.3 


438 


1 


PCT-IL03-01085-2 


Sequence 


2, Appli 


15 


41 


4 


.8 


453 


6 


US -10 -767 -701 -26919 


Sequence 


26919, A 


16 


38 


.2 


4 


.5 


78568 


6 


US-10-767-471-10897 


Sequence 


10897, A 


17 


37 


. 8 


4 


.4 


2571 


5 


US-09-999-183A-4 


Sequence 


4, Appli 


18 


36 


. 6 


4 


.3 


1458 


6 


US-10-767-701-10527 


Sequence 


10527, A 


19 


36 


4 


.2 


2488 


1 


PCT-US04-06020-31 


Sequence 


31, Appl 


20 


35 


. 6 


4 


. 1 


88421 


5 


US-09-976-059A-1 


Sequence 


1, Appli 


21 


34 


. 8 


4 


.1 


4413 


6 


US-10-453 -372-1147 


Sequence 


114 7, Ap 


22 


34 


.6 


4 


.0 


1135 


6 


US-10-705 -476-7 


Sequence 


7 , Appl i 


23 


34 


.6 


4 


.0 


1278 


6 


US-10-746 -795A-10 


Sequence 


10, Appl 


24 


34 


.6 


4 


.0 


1325 


6 


US-10-705-476-6 


Sequence 


6 , Appl i 


25 


34 


.6 


4 


. 0 


2877 


6 


US-10-487-092-46 


Sequence 


4 6 , App 1 


26 


34 


. 6 


4 


.0 


48200 


6 


US-10-746 -795A-1 


Sequence 


1, Appli 


27 


34 


4 


.0 


54 0 


6 


US -10 -767 -701 -1515 


Sequence 


1515, Ap 


28 


33 


.6 


3 


.9 


731 


6 


US-10-767-701-10253 


Sequence 


10253, A 


29 


33 


. 6 


3 


.9 


1260 


6 


US-10-775 -204-139 


Sequence 


139, App 


30 


33 


. 6 


3 


.9 


1260 


6 


US-10-775-204-142 


Sequence 


14 2, App 


31 


33 


. 6 


3 


.9 


1279 


6 


US-10-275-027A-3 


Sequence 


3, Appli 


32 


33 


. 6 


3 


.9 


1663 


6 


US-10-775-204-138 


Sequence 


138, App 


33 


33 


.6 


3 


.9 


1663 


6 


US-10-775-204-141 


Sequence 


141, App 


34 


33 


.2 


3 


.9 


1410 


6 


US-10-417-884A-18 


Sequence 


18, Appl 


35 


33 


. 2 


3 


.9 


1798 


6 


US-10-767-701-15641 


Sequence 


15641, A 


36 


33 


. 2 


3 


.9 


2029 


6 


US-10-705 -476 -4 


Sequence 


4 , Appl i 


37 


33 


.2 


3 


.9 


2846 


6 


US-10-705-476-1 


Sequence 


1 , Appl i 


38 


33 


.2 


3 


. 9 


3417 


6 


US-10-767-471-77 


Sequence 


77, Appl 


39 


33 


3 


.8 


650 


6 


US-10-767-701-10525 


Sequence 


10525, A 


40 


33 


3 


.8 


788 


6 


US-10-656-725-2 


Sequence 


2 , Appl i 


41 


33 


3 


.8 


93 9 


6 


US-10-767-701-5261 


Sequence 


5261, Ap 


42 


32 


8 


3 


.8 


64869 


6 


US -10 -767 -471 -108 45 


Sequence 


10845, A 


43 


32 


6 


3 


.8 


1175 


1 


PCT-US0 4-056 54-135 7 


Sequence 


1357, Ap 


44 


32 


6 


3 


.8 


1617 


1 


PCT-US04-05654-883 


Sequence 


88 3, App 


45 


32 


6 


3 


.8 


2094 


6 


US-10-381-820A-7 


Sequence 


7, Appli 



ALIGNMENTS 



RESULT 1 

US-10-220-324A-3 

; Sequence 3, Application US/10220324A 
; GENERAL INFORMATION: 

; APPLICANT: The Council of the Queensland Institute of Medical Research 
; TITLE OF INVENTION: A method of treatment and prophylaxis 
; FILE REFERENCE: 23 86 004/EJH 

CURRENT APPLICATION NUMBER: US/1 0/2 20 , 3 24A 
; CURRENT FILING DATE: 20 03-06-09 
; PRIOR APPLICATION NUMBER: International 
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SCORE Search Results Details for Application 
09349954 and Search Result us-09-349-954a- 
9.rni, 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 09349954 and Search Result us-09- 

349-954a-9.rni. 

start 

Go Back to previous page 

GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: March 10, 2004, 17:11:11 ; Search time 70.1089 Seconds 

(without alignments) 
7203.150 Million cell updates/sec 

Title : US- 09 -349 -954 A- 9 

Perfect score: 910 

Sequence: 1 ccatgagccctctgctccgc atct tacaactggctcttcc 910 



Scoring table: I DENT IT Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 682709 seqs, 277475446 residues 

Total number of hits satisfying chosen parameters: 1365418 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 10 0% 
Listing first 45 summaries 



Database : Issued_Patents_NA: * 

1 : /cgn2_6/ptodata/2/ina/5A_COMB. seq: * 

2 : /cgn2_6/ptodata/2/ina/5B_COMB. seq: * 

3 : /cgn2_6/ptodata/2/ina/6A_C0MB. seq: * 

4 : /cgn2_6/ptodata/2/ina/6B_C0MB. seq: * 

5 : /cgn2_6 /ptodata/2/ ina/PCTUS_COMB . seq : * 

6 : /cgn2_6 /ptodata/2/ ina/backf ilesl .seq: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
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1 


464.4 


51 


. 0 


62 4 


2 


TTO r\ o ^ A A /I/IOD 1 ^ 

US -08-609-443B-14 


Sequence 


14 , Appl 


2 


464 . 4 


51 


. 0 


e a a 
62 4 


a 

2 


T TO a O C£Q p 1 A 


Sequence 


14 , Appl 


3 


464.4 


51 


. 0 


c n a 

62 4 


4 


TTO AO OC1 OQ£ 1 A 

Uo -08-851-890 -14 


Sequence 


T A A iftr-\ 1 

1 4 , App 1 


4 


406.8 


44 


. 7 


570 


1 


r to a o a. c c\ >i a *7 a T A 

US -08-469-427A-1U 


Sequence 


10 , Appl 


5 


406.8 


44 


. 7 


570 


2 


Tin ft ft A ft A A ~i T™% T A 

US -08-609-443B-1Q 


Sequence 


10, Appl 


6 


406 . 8 


44 


. 7 


570 


2 


US -08-569- 063C - 10 


Sequence 


10, Appl 


7 


406.8 


44 


. 7 


570 


4 


US -08 -851-896-10 


Sequence 


1 0 , App 1 


8 


366.8 


40 


. 3 


624 


2 


▼ TO ft ft v— /\ /"\ >■ yl T""i I*"! 

US -08 - 609-443B-12 


Sequence 


12 , Appl 


9 


366.8 


40 


. 3 


624 


2 


US -08-569- 063C - 12 


Sequence 


12 , Appl 


10 


366.8 


40 


. 3 


624 


4 


US - 08-851-896- 12 


Sequence 


1 2 , App 1 


1 1 


334 


36 


. 7 


591 


1 


US - 08-469-427 A- 6 


Sequence 


6, Appli 


12 


33 4 


36 


. 7 


591 


2 


T TO ft ft J"* ft ft Jl Jl ft T*» rf*"* 

US - 08-609-443B-6 


Sequence 


6, Appli 


1 3 


33 4 


36 


. 7 


591 


2 


tip ft ft c f r\ ft /— *^ yi f~ 

US -08-569-063C-6 


Sequence 


6, Appli 


14 


334 


36 


. 7 


591 


4 


T T O ft ft O ^ O ft ^ 

US -08-851-896-6 


Sequence 


6 , Appl i 


15 


312 


34 


. 3 


56 5 


1 


T T O ft ft A /~ C\ yl ft ^7 "A A 

US - 08-469-427A-4 


Sequence 


4 , App 1 i 


16 


312 


34 


. 3 


56 5 


2 


Tin ft ft ft ft i j 1 n a 

US - 08-609-443B-4 


Sequence 


4 , App 1 i 


1 7 


312 


34 


. 3 


56 5 


2 


T T O AO r~ O n T /-i y« 

US - 08-569 - 06 3C-4 


Sequence 


4 , App 1 i 


1 8 


312 


34 


3 


565 


4 


T TO ft ft ft C* 1 A A ^ A 

US -08-851-896-4 


Sequence 


4 , Appl i 


19 


273.8 


30 


1 


886 


1 


US -08-469-427 A- 1 


Sequence 


1, Appli 


2 0 


273.8 


30 


1 


886 


2 


t t o ft ft j"* ft ft ji ji ^ ri -1 

US - 08-609- 44 3B-1 


Sequence 


1 , App 1 i 


2 1 


273 . 8 


30 


1 


886 


2 


US -08-569- 06 3C-1 


Sequence 


1, Appli 


22 


273 . 8 


30 


1 


886 


4 


US -08-851- 896-1 


Sequence 


1 , Appl i 


2 3 


239.4 


26 


3 


405 


1 


T TO ft ft A s~ (~\ X "1 n T\ ft 

US -08-469-427A-8 


Sequence 


8 , App 1 i 


24 


239.4 


26 


3 


405 


2 


US -08-609-443B-8 


Sequence 


8, Appli 


25 


239.4 


26 


3 


405 


2 


t t o a n rr y ft ft y ft o ft 

US - 08-569-063C-8 


Sequence 


8 , App 1 i 


2 6 


239.4 


26 


3 


4 05 


4 


TTO A O OCT Oft/* ft 

US- 08 -851 -896 -8 


Sequence 


8 , Appl 1 


2 7 


71.4 


7 


8 


444 


4 


T TO AO 1 A A Q *5 1 /T 

US -09-392-932-6 


Sequence 


6 , Appl 1 


2 8 


71.4 


7 


8 


44 4 


4 


T TO Aft r T yl 7AQ li -1 

US - 09-574 - 708A-1 


Sequence 


1 , App 1 i 


2 9 


71.4 


7 


8 


44 4 


4 


TTO ft ft ^ ft ft ft *^ ^ 1 

US -09-3 92 -93 1-1 


Sequence 


1 , Appl i 


3 0 


71.4 


7 


8 


456 


5 


PCT-US9 5-109 73A-88 


Sequence 


8 8 , App 1 


3 1 


71.4 


7 


8 


46 7 


5 


PCT-US9 5-1 09 73 A- 86 


Sequence 


86, Appl 


32 


71.4 


7 


8 


473 


3 


US-08 -718 -904 -1 


Sequence 


1 , Appl i 


33 


71.4 


7 


8 


473 


4 


US -09-449- 24 9-1 


Sequence 


1 , Appl i 


34 


71.4 


7 


8 


473 


5 


PCT-US9 5- 109 73 A- 25 


Sequence 


2 5 , App 1 


3 5 


71.4 


7 


8 


495 


4 


TTO ft ft n j j t? ft ft « r 

US -09-244-583-25 


Sequence 


2 5 , App 1 


3 6 


71.4 


7 


8 


495 


4 


tto r\ r\ ft ft *"i ft n ft 01 i >• 

US - 09-037-983C-14 


Sequence 


14 , Appl 


3 7 


71.4 


7 


8 


49 8 


6 


51 945 96 - 20 


Patent No. 


5194 596 


3 8 


71.4 


7 


8 


516 


3 


T TO Aft n O jl f— r— i /I -i 

US -08-784-551C-1 


Sequence 


1 , App 1 i 


3 9 


71.4 


7 


8 


516 


4 


T TO Aft ft A ft A ft A ^7 

US -09-392-932-7 


Sequence 


7 , Appl i 


a a 
4 0 


*7 1 A 

7 1.4 


7 


8 


ri f 

516 


4 


TTO AO CT/1 TAOA "5 

Ufa -09-574 - 708 A- 3 


Sequence 


3 / App 1 1 


41 


71.4 


7 


8 


516 


4 


US-09-037-983C-1 


Sequence 


1 , App 1 i 


42 


71.4 


7 . 


8 


516 


4 


US-09-428-909A-1 


Sequence 


1 , App 1 i 


43 


71.4 


7 


8 


516 


4 


US-09-392-931-3 


Sequence 


3 , Appl i 


44 


71.4 


7 . 


8 


545 


4 


US-09-244 -583-1 


Sequence 


1 , Appl i 


45 


71.4 


7 . 


8 


576 


4 


US-09-392-932-8 


Sequence 


8 , Appl i 



ALIGNMENTS 



RESULT 1 

US-08-609-443B-14 

; Sequence 14, Application US/08609443B 

; Patent No. 5840693 

; GENERAL INFORMATION: 

APPLICANT: ERIKSSON, Ulf 

APPLICANT: 0L0FSS0N, Birgitta 

APPLICANT: ALITALO, Kari 

APPLICANT: PAJUSOLA, Katri 

TITLE OF INVENTION: VASCULAR ENDOTHELIAL GROWTH FACTOR-B AND 
TITLE OF INVENTION: DNA CODING THEREFOR 



http://es/ScoreAccessWeb^ 6/20/06 



SCORE Search Results Details for Application 09349954 and Search Result us-09-349-9... Page 1 of 25 



SCORE Search Results Details for Application 093 
and Search Result us-09-349-954a-9-rnpb, 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 09349954 and Search Result us-09-3< 

9.rnpb. 

start 

Go Back to 

GenCore version 5.1.6 
Copyright (c) 1993 - 20 04 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: March 10, 2004, 17:11:11 ; Search time 320.802 Seconds 

(without alignments) 
10374.835 Million cell updates/sec 

Title : US-09-349-954A-9 
Perfect score: 910 

Sequence: 1 ccatgagccctctgctccgc atcttacaactggctcttcc 910 

Scoring table: I DENT ITY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 2421054 seqs, 1828716029 residues 

Total number of hits satisfying chosen parameters: 4842108 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 10 0% 
Listing first 45 summaries 



Database : Published_Applications_NA: * 

1 : /cgn2_6/ptodata/2/pubpna/US07_PUBCOMB. seq: * 

2 : /cgn2_6 /ptodata/2/pubpna/PCT_NEW_PUB .seq : * 

3 : /cgn2_6/ptodata/2/pubpna/US06_NEW_PUB. seq: * 

4 : /cgn2_6/ptodata/2/pubpna/US06_PUBCOMB. seq: * 

5 : /cgn2_6/ptodata/2/pubpna/US07_NEW_PUB. seq: * 

6 : /cgn2_6/ptodata/2/pubpna/PCTUS_PUBCOMB .seq : * 

7 : /cgn2_6/ptodata/2/pubpna/US0 8_NEW_PUB. seq: * 

8 : /cgn2_6/ptodata/2/pubpna/US0 8_PUBCOMB. seq: * 

9 : /cgn2_6/ptodata/2/pubpna/US0 9A_PUBCOMB .seq:* 
10: /cgn2_6/ptodata/2/pubpna/US09B_PUBCOMB. seq: * 
11: /cgn2_6/ptodata/2/pubpna/US09C_PUBCOMB. seq: * 
12 : /cgn2_6/ptodata/2 /pubpna/US09_NEW_PUB . seq : * 
13 : /cgn2_6/ptodata/2/pubpna/US10A_PUBCOMB. seq: * 
14 : /cgn2_6/ptodata/2/pubpna/US10B_PUBCOMB. seq: * 
15: /cgn2_6/ptodata/2/pubpna/US10C_PUBCOMB. seq: * 
16 : /cgn2_6/ptodata/2 /pubpna/US10_NEW_PUB . seq : * 
1 7 : /cgn2_6/ptodata/2 /pubpna/US60_NEW_PUB . seq : * 
1 8 : /cgn2_6/ptodata/2 /pubpna/US60_PUBCOMB . seq : * 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 



JJo. 


Score 


Match 


Length 


DB 


ID 


Description 


1 


910 


100 


.0 


910 


9 


US-09-349-954A-9 


Sequence 9, Appli 


2 


910 


100 


.0 


910 


9 


US-09-907-007-9 


Sequence 9, Appli 


3 


815 


89 


.6 


1181 


14 


US-1.0-136-819-10 


Sequence 10, Appl 


4 


813 . 4 


89 


.4 


1094 


9 


US-09-349-954A-3 


S eque nee 3, App 1 i 


5 


813 . 4 


89 


.4 


1094 


9 


US-09-907-007-3 


Sequence 3 , Appli 


6 


709.4 


78 


.0 


1154 


15 


US-10-264 -049-846 


Sequence 846, App 


7 


706.6 


77 


.6 


993 


9 


US-09-349-954A-5 


Sequence 5, Appli 


8 


706 . 6 


77 


.6 


993 


9 


US-09-907-007-5 


Sequence 5 , Appl i 


9 


581. 4 


63 


.9 


755 


14 


US-10-262-538-21 


Sequence 21, Appl 


10 


581. 4 


63 


.9 


755 


14 


US-10-007-926A-466 


Sequence 46 6, App 


11 


581.4 


63 


.9 


755 


15 


US-10-174 -128 -4 


Sequence 4, Appli 


12 


464 . 4 


51 


.0 


624 


9 


US-09-912-436-3 


Sequence 3, Appli 


13 


464 . 4 


51 


.0 


624 


10 


US-09-961-756-14 


Sequence 14, Appl 


14 


463 . 8 


51 


.0 


5695 


9 


US-09-912-436-10 


Sequence 1 0 , Appl 


15 


457.4 


50 


.3 


5695 


9 


US-09-912-436-9 


Sequence 9, Appli 


16 


452 


49 


.7 


663 


9 


US-09-244-694-19 


Sequence 19, Appl 


17 


447.4 


49 


.2 


858 


9 


US-09-349-954A-7 


Sequence 7, Appli 


18 


447.4 


49 


.2 


858 


9 


US-09-907-007-7 


Sequence 7, Appli 


19 


443 


48 


.7 


666 


9 


US-09-244-694-1 


Sequence 1, Appli 


20 


434 


47 


.7 


553 


9 


US-09-244-694-27 


Sequence 27, Appl 


21 


432. 8 


47 


.6 


1242 


9 


US-09-349-954A-16 


Sequence 16 , Appl 


22 


432. 8 


47 


.6 


1242 


9 


US-09-907-007-16 


Sequence 16, Appl 


23 


429 


47 


.1 


565 


9 


US-09-244-694-32 


Sequence 3 2, Appl 


24 


406. 8 


44 


.7 


566 


9 


US-09-244-694-142 


Sequence 142, App 


25 


406.8 


44 


.7 


570 


9 


US-09-795-006A-116 


Sequence 116, App 


26 


406.8 


44 


.7 


570 


10 


US-09-961-756-10 


Sequence 10, Appl 


27 


404. 8 


44 , 


.5 


567 


9 


US-09-912-436-1 


Sequence 1, Appli 


28 


404 


44 , 


.4 


5614 


9 


US-09-912-436-7 


Sequence 7, Appli 


29 


396 


43 


.5 


5614 


9 


US-09-912-436-8 


Sequence 8, Appli 


30 


388.4 


42 


. 7 


502 


9 


US-09-244-694-34 


Sequence 34, Appl 


31 


379.4 


41 


.7 


449 


10 


US-09-918-995-13904 


Sequence 13904, A 


32 


379.4 


41 


.7 


493 


9 


US-09-244-694-35 


Sequence 3 5, Appl 


33 


369 


40 - 


.5 


523 


9 


US-09-244 -694 -29 


Sequence 2 9, Appl 


34 


366. 8 


40 . 


.3 


624 


10 


US-09-961-756-12 


Sequence 12, Appl 


35 


356 


39 , 


.1 


469 


9 


US-09-244-694-39 


Sequence 3 9, Appl 


36 


354 


38 , 


.9 


490 


9 


US-09-244-694-37 


Sequence 3 7, Appl 


37 


335. 8 


36 , 


.9 


374 


9 


US-09-244-694-33 


Sequence 33, Appl 


38 


334 


36 , 


.7 


591 


10 


US-09-961-756-6 


Sequence 6, Appli 


39 


329 


36 , 


.2 


531 


9 


US-09-244-694-21 


Sequence 21, Appl 


40 


312 


34 . 


.3 


565 


10 


US-09-961-756-4 


Sequence 4, Appli 


41 


303 .4 


33 . 


.3 


5458 


9 


US-09-912-436-11 


Sequence 11, Appl 


42 


301.4 


33 . 


.1 


408 


9 


US-09-912-436-5 


Sequence 5, Appli 


43 


296.8 


32 . 


.6 


341 


9 


US-09-244-694-25 


Sequence 2 5, Appl 


44 


295.4 


32 , 


.5 


5458 


9 


US-09-912-436-12 


Sequence 12, Appl 


45 


281.4 


30 . 


.9 


415 


9 


US-09-244 -694 -23 


Sequence 23, Appl 



ALIGNMENTS 



RESULT 1 

US-09-349-954A-9 
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SCORE Search Results Details for Application 
09349954 and Search Result us-09-349-954a- 
9,rnpm, 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 09349954 and Search Result us-09-3< 

954a-9.rnpm. 

start 

Go Back to previous p 

GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 



Run on : 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



March 10, 2004, 17:11:11 ; Search time 2914.36 Seconds 

(without alignments) 
10986.756 Million cell updates/sec 

US-09-349-954A-9 
910 

1 ccatgagccctctgctccgc at cttacaactggctcttcc 910 

IDENTITYJSTUC 

Gapop 10.0 , Gapext 1 . 0 



Searched: 37577330 seqs, 17593059518 residues 

Total number of hits satisfying chosen parameters: 



75154660 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing: Minimum Match 0% 

Maximum Match 10 0% 
Listing first 45 summaries 



Database : Pending_Patent s_NA_Main : * 

1 : /cgn2_6/ptodata/2/pna/PCTUS_COMB . seq : * 

2 : /cgn2_6/ptodata/2/pna/US06_COMB. seq: * 

3 : /cgn2_6/ptodata/2/pna/US07_C0MB. seq: * 

4 : /cgn2_6/ptodata/2/pna/US080_COMB . seq : * 

5 : /cgn2_6/ptodata/2/pna/US081_COMB . seq : * 

6 : /cgn2_6/ptodata/2/pna/US082_COMB . seq : * 

7 : /cgn2_6/ptodata/2/pna/US083_COMB .seq : * 

8 : /cgn2_6/ptodata/2/pna/US084_COMB . seq : * 

9 : /cgn2_6/ptodata/2/pna/US085_COMB . seq : * 

10 : /cgn2_6/ptodata/2/pna/US086_COMB. seq: * 

11: /cgn2_6/ptodata/2/pna/US087_COMB. seq: * 

12 : /cgn2_6/ptodata/2/pna/US088_COMB. seq: * 

13 : /cgn2__6/ptodata/2/pna/US089_C0MB. seq: * 

14 : /cgn2__6/ptodata/2/pna/US090_COMB. seq: * 
15 : /cgn2_6/ptodata/2/pna/US091_COMB. seq: * 
16 : /cgn2_6/ptodata/2/pna/US092A_C0MB . seq : * 
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17 : /cgn2_6/ptodata/2/pna/US092B__COMB .seq: * 

18 : /cgn2_6/ptodata/2/pna/US093A_COMB .seq : * 

19 : /cgn2_6/ptodata/2 /pna/USO 93 B_COMB .seq : * 

20: /cgn2_6/ptodata/2/pna/US094_COMB. seq: * 

21 : /cgn2_6/ptodata/2/pna/US095A_COMB .seq : * 

22 : /cgn2_6/ptodata/2/pna/US095B_COMB .seq : * 

23 : /cgn2_6/ptodata/2/pna/US095C_COMB .seq : * 

24 : /cgn2_6/ptodata/2/pna/US095D_COMB .seq : * 

25 : /cgn2_6/ptodata/2/pna/US096A_COMB .seq: * 

26 : /cgn2_6/ptodata/2/pna/US096B_COMB .seq: * 

27 : /cgn2_6/ptodata/2/pna/US096C_COMB .seq: * 

28 : /cgn2_6/ptodata/2/pna/US096D_COMB .seq: * 

2 9 : /cgn2_6/ptodat a/2 /pna/USO 96E_COMB . seq : * 

3 0 : /cgn2_6/ptodat a/2 /pna/USO 97A_COMB .seq : * 
3 1 : /cgn2_6/ptodat a/2 /pna/USO 97 B_COMB .seq : * 
32 : /cgn2_6/ptodata/2/pna/US097C_COMB .seq: * 
33 : /cgn2_6/ptodata/2/pna/US098A_COMB .seq:* 
34 : /cgn2_6/ptodata/2/pna/US098B_COMB .seq:* 
35 : /cgn2_6/pt odat a/2 /pna/USO 98 C_COMB .seq: * 
36: /cgn2_6/ptodat a/2 /pna/USO 98D_COMB .seq:* 
37: /cgn2_6/ptodata/2/pna/US099A_COMB .seq:* 
38: /cgn2_6/ptodat a/2 /pna/USO 99B_COMB .seq: * 
39: /cgn2_6/ptodata/2/pna/US099C_COMB .seq: * 
40: /cgn2_6/ptodata/2/pna/US099D_COMB .seq: * 
41 : /cgn2_6/pt odat a/2 /pna/USO 99E_COMB .seq: * 
42 : /cgn2_6/pt odat a/2 /pna/USO 99 F_COMB .seq: * 
43 : /cgn2_6/ptodata/2/pna/US100A_COMB .seq: * 
44 : /cgn2_6/ptodata/2/pna/US100B_COMB .seq: * 
45 : /cgn2_6/pt odat a/2 /pna/USl 01A_COMB .seq: * 
46: /cgn2_6/ptodata/2/pna/US101B_COMB .seq: * 

4 7 : /cgn2_6/ptodata/2 /pna/USl 02A__COMB . seq : * 
4 8 : /cgn2_6/pt odat a/2 /pna/USl 02 B_COMB . seq : * 

4 9 : /cgn2_6/pt odat a/2 /pna/USl 03 A_COMB . seq : * 

5 0 : /cgn2_6/pt odat a/2 /pna/USl 03 B_COMB . seq : * 
5 1 : /cgn2_6/ptodata/2 /pna/USl 04 A_COMB . seq : * 
52 : /cgn2_6/ptodata/2/pna/US104B_COMB .seq: * 
53 : /cgn2_6/ptodata/2/pna/US106_COMB. seq: * 
54 : /cgn2_6/ptodata/2 /pna/USl 07 A_COMB . seq : * 
55 : /cgn2_6/ptodata/2 /pna/USl 07B_COMB . seq : * 
5 6 : /cgn2_6/ptodata/2 /pna/US6 00 0_COMB . seq : * 
5 7 : /cgn2_6/ptodat a/2 /pna/US6 00 l_COMB . seq : * 
5 8 : /cgn2_6/ptodata/2 /pna/US6 002_COMB . seq : * 

5 9 : /cgn2_6/ptodata/2 /pna/US6 003_COMB . seq : * 

6 0 : /cgn2_6/ptodata/2 /pna/US6 004_COMB . seq : * 
6 1 : /cgn2_6/ptodata/2 /pna/US6 005_COMB . seq : * 
62: /cgn2_6/ptodata/2/pna/US6 006_COMB .seq:* 
63 : /cgn2_6/ptodata/2/pna/US6 00 7_COMB .seq:* 
64 : /cgn2_6/ptodata/2/pna/US6 00 8_COMB .seq: * 
6 5 : /cgn2_6/ptodata/2 /pna/US6 00 9_COMB .seq : * 
6 6 : /cgn2_6/ptodata/2 /pna/US6 01 0_COMB . seq : * 
6 7 : /cgn2_6/ptodat a/2 /pna/US6 01 l_COMB .seq : * 
68: /cgn2_6/ptodata/2/pna/US6012_COMB .seq:* 

6 9 : /cgn2__6/pt odat a/2 /pna/US6 013_COMB .seq : * 

7 0 : /cgn2_6/ptodat a/2 /pna/US6 014_COMB . seq : * 
7 1 : /cgn2_6/ptodat a/2 /pna/US6 015_COMB .seq : * 
72 : /cgn2_6/ptodata/2/pna/US6016_COMB .seq:* 
73 : /cgn2_6/ptodata/2/pna/US6017_COMB .seq:* 
74 : /cgn2_6/ptodata/2/pna/US6018_COMB .seq:* 
75: /cgn2_6/ptodata/2/pna/US6019__COMB .seq:* 
7 6 : /cgn2_6/ptodat a/2 /pna/US6 02 0_COMB .seq : * 
7 7 : /cgn2_6/ptodat a/2 /pna/US6 02 l_COMB .seq : * 
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SCORE Search Results Details for Application 
09349954 and Search Result us-09-349-954a- 

9-rnpn. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 09349954 and Search Result us-09- 

349-954a-9.rnpn. 

start 

Go Back to previous pag 

GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 

OM nucleic - nucleic search, using sw model 

Run on: March 10, 2004, 17:11:11 / Search time 91.3541 Seconds 

(without alignments) 
2670.873 Million cell updates/sec 

US-09-349-954A-9 
910 

1 ccatgagccctctgctccgc atct tacaactggctcttcc 910 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



I DENT IT Y_NUC 

Gapop 10.0 , Gapext 1.0 

582743 seqs, 134063251 residues 



1165486 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 10 0% 
Listing first 45 summaries 

Database : Pending_Patent s_NA_New: * 

1 : /cgn2_6 /ptodata/2/pna/PCT_NEW_C0MB . seq : * 

2 : /cgn2_6/ptodata/2/pna/US06_NEW_COMB. seq: * 

3 : /cgn2_6/ptodata/2/pna/US07_NEW_COMB. seq: * 

4 : /cgn2_6/ptodata/2/pna/US08_NEW_COMB. seq: * 

5 : /cgn2_6/ptodata/2/pna/US09_NEW_COMB. seq: * 

6 : /cgn2_6/ptodata/2/pna/US10_NEW_COMB. seq: * 

7 : /cgn2_6/ptodata/2/pna/US60_NEW_C0MB. seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result Query 

No. Score Match Length DB ID 



Description 
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1 


813 


. 4 


89 


.4 


1094 


6 


US-10-220-324A-1 


Sequence 


1, Appli 




2 


706 


. 6 


77 


.6 


993 


6 


US-10-220-324A-3 


Sequence 


3 , App 1 i 




3 


347 


.2 


38 


.2 


585 


6 


US-10-204 -070A-3 


Sequence 


3, Appli 




4 


71 


. 4 


7 


.8 


438 


1 


PCT-IL03-01085-1 


Sequence 


1 , App 1 i 




5 


71 


. 4 


7 


.8 


444 


5 


US-09-575 -199C-1 


Sequence 


1, Appli 




6 


71 


. 4 


7 


.8 


498 


6 


US-10-765-580-10 


Sequence 


10, Appl 




7 


71 


.4 


7 


.8 


541 


1 


PCT-US04-02188-59 


Sequence 


59, Appl 




8 


71 


.4 


7 


.8 


541 


6 


US-10-764 -425-59 


Sequence 


59, Appl 




9 


71 


. 4 


7 


.8 


576 


1 


PCT-US04-02974-33 


Sequence 


33, Appl 




10 


71 


.4 


7 


.8 


576 


6 


US-10-770-668-33 


Sequence 


33, Appl 




11 


71 


. 4 


7 


.8 


1507 


6 


US-10-765-580-11 


Sequence 


11, Appl 




12 


71 


. 4 


7 


.8 


4425 


1 


PCT-US04-053 72-13 


Sequence 


13, Appl 




13 


69 


. 8 


7 


.7 


3166 


6 


US-10-775-169-244 


Sequence 


2 44, App 




14 


58 


. 6 


6 


.4 


438 


1 


PCT-IL03-01085-2 


Sequence 


2, Appli 




15 


54 


. 6 


6 


.0 


645 


6 


US-10-767-701-3807 


Sequence 


3807, Ap 




16 


52 


. 8 


5 


.8 


1347 


6 


US-10-767-701-11203 


Sequence 


11203, A 




17 


52 


5 


.7 


615 


6 


US-10-767-701-4396 


Sequence 


4396, Ap 




18 


50 


. 2 


5 


.5 


707 


6 


US-10-767-701-4413 


Sequence 


4413, Ap 




19 


49 


. 6 


5 


.5 


960 


6 


US-10-767-701-7244 


Sequence 


7244, Ap 


c 


20 


49 


5 


.4 


1000 


6 


US-10-779-543-8571 


Sequence 


8571, Ap 


c 


21 


49 


5 


.4 


3195 


1 


PCT-US03-35026-54 


Sequence 


54, Appl 




22 


48 


. 8 


5 


.4 


584 


6 


US-10-767-701-4186 


Sequence 


4186, Ap 




23 


48 


.6 


5 


.3 


1092 


6 


US-10-767-701-9739 


Sequence 


9 739, Ap 


c 


24 


48 


. 4 


5 


.3 


201 


6 


US-10-767-471-6782 


Sequence 


6782, Ap 


c 


25 


48 


.4 


5 


.3 


201 


6 


US -10 -767 -471 -270 03 


Sequence 


27003, A 




26 


48 


. 4 


5 


.3 


667 


6 


US-10-767-701-8805 


Sequence 


8805, Ap 




27 


48 


. 4 


5 


.3 


1337 


6 


US-10-779-543 -5579 


Sequence 


5579, Ap 


c 


28 


48 


5 


.3 


201 


6 


US-10-767-471-6785 


Sequence 


6785, Ap 


c 


29 


48 


5 


.3 


201 


6 


US-10-767-471-6787 


Sequence 


6 787, Ap 


c 


30 


48 


5 


.3 


201 


6 


US-10-767-471-27022 


Sequence 


27022, A 


c 


31 


48 


5 


.3 


201 


6 


US -10 -767 -471 -270 24 


Sequence 


27024, A 




32 


47 


. 8 


5 


.3 


1388 


6 


US -10 -767 -701 -142 98 


Sequence 


14298, A 




33 


47 


. 6 


5 


.2 


1215 


6 


US-10-767-701-8767 


Sequence 


8767, Ap 




34 


47 


. 4 


5 


.2 


563 


6 


US-10-767-701-4502 


Sequence 


4502, Ap 


c 


35 


47 


. 2 


5 


.2 


1737 


6 


US-10-767-471-355 


Sequence 


3 55, App 


c 


36 


47 


. 2 


5 


.2 


11924 


1 


PCT-US03-31219-7 


Sequence 


7, Appli 


c 


37 


47 


.2 


5 


.2 


11924 


6 


US-10-678-816-7 


Sequence 


7 , Appl i 


c 


38 


47 


. 2 


5 


.2 


12242 


1 


PCT-US03-31219-6 


Sequence 


6, Appli 


c 


39 


47 


. 2 


5 


.2 


12242 


6 


US-10-678-816-6 


Sequence 


6 , Appl i 


c 


40 


47 


. 2 


5 


.2 


24260 


6 


US-10-767-471-10667 


Sequence 


10667, A 




41 


47 


5 


.2 


1021 


6 


US-10-767-701-11876 


Sequence 


11876, A 




42 


46 


. 8 


5 


.1 


573 


6 


US-10-767-701-4301 


Sequence 


4301, Ap 




43 


46 


. 8 


5 


.1 


797 


6 


US-10-767-701-4259 


Sequence 


4259, Ap 




44 


46 


. 8 


5 


.1 


862 


6 


US-10-767-701-10425 


Sequence 


10425, A 




45 


46 


. 4 


5 


.1 


592 


6 


US-10-632-150-31 


Sequence 


31, Appl 



ALIGNMENTS 



RESULT 1 

US-10-220-324A-1 

; Sequence 1, Application US/10220324A 
; GENERAL INFORMATION: 

; APPLICANT: The Council of the Queensland Institute of Medical Research 
; TITLE OF INVENTION: A method of treatment and prophylaxis 

FILE REFERENCE: 23 86 004/EJH 
; CURRENT APPLICATION NUMBER: US/1 0/2 20 , 3 24 A 
; CURRENT FILING DATE: 20 03-06-09 

PRIOR APPLICATION NUMBER: International 
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